1/1 ^— V 
PATENT ABSTRACTS OF JAPAN 


(1 1 publication number : 2001 -245677 

(43)Date of publication of application : 1 1.09.2001 


1 


C12N 15/09 
C12M 1/00 
CI 20 1/68 
G01N 33/53 
G01N 33/566 
G01N 33/569 
//(CI 20 1/68 
C12R 1:42 ) 
(CI 20 1/68 
C12R 1:01 ) 


t : 

(21 Application number : 

2000-398087 

(71)Applicant : 

SRL INC 

MARINE BIOTECHNOL INST CO LTD 
NIPPON GENE CO LTD 

(22)Date of filing : 

27.12.2000 

(72)Inventor : 

FUKUSHIMA MASAO 
KAKINUMA KENICHI 
KAWAGUCHI RYUJI 


r 


(30)Priority 

Priority number : 11368920 Priority date : 27.12.1999 Priority country : JP 
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(57)Abstract: 

PROBLEM TO BE SOLVED: To provide a means for discriminating Shigella flexneri. Shigella boydii, Shigella sonnei, Salmonella 
typhi. Salmonella paratyphi A, Salmonella typhimurium, Salmonella Chester, Salmonella enteritidis and Salmonella oranienburg by 
a gene test to assay. 

SOLUTION: This means for discriminately assaying the above nine kinds of bacteria is provided by using a section which 
consists of a base sequence in the specific domain of gyrase p gene(gyr p) consisting of the structural gene of the p-subunit in 
these bacterial enzyme topoisomerase II and contains the different base sequence due to each bacterial species as a primer or 
a probe. 
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fe^ (gyrB) <Ot#^(DMij£(D^SMB?ii-gfe ot . S-SHlr 

j: o r £Se$ij aw* o r i> £ ^ -c v-xi* -j 
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ot, E^Jg^2*U*L9lZ^£;K£J£SE^J£^-f & 

< t*K&8£cD«*i&xi**<&[§T#rfc 

or. E*iJ§^1 XI43^L9lz^£;h,<&i£affi*i]£ 

3 ] BHaaEMM 3 |=* j^^«ise5ij 
iratssg^L < i*Kisaa>ffl*Sffixi4*<D»T*r& 

or. EMS#l*L<l*2Xf*4fcl*L9[Z3F£*i£ 

[IS*3S 4 ] E*>JSa>E*«J## 4 IZ7K s ii«attB9J 

or, @E^iJS-§-1 ai*L3Xli5&l*L9fz^*j|x-5« 
SE^J £4rf L < l**<Z)«ffi«a>'>& < £ 1 I* 

[»** 5 ] B9Jaa>E9JS-9 5 \ztt: ts *i£i£SE*iJ 
<T£*£a£:g L < l*&«»<&ffltSffiXli*<D»r>tr fe 
or, iB«»#1 &L^L4XI46ftL^L9lz^*4x4tt 

SE*iJ **-r l < i**<&t§*i»a>'>fc < 1 1 
£*-r*«a*L < i4R«»(D«ai«xi*-ta)BRft-eft 

or. EOTS^I &l*L5X(47fcl>L9lZ3F*;h,fttt 

iE«s*t4ttiii l < tt«a)««aa>^«c < 1 1 l> 

rn^0)ttBfi«4i(c||Rlt4ia>«S&rMtt«tUI* 

[iS#Jl 7 ] Ifi^JSoiE^JS^ 7 iz^ $ ti&mm&&\ 
**-T4ttH*L< r*»tti»o!)«»a[x(**a)»fr-c* 

or. E0J8^1 fcl*L6Xli8:gL<f±9lz^£;h,& 

s ] e^j^cdss^js-^ s iz zti&t&mmm 

^t5M§L< l*tttttta>attaxi*-E-a>KA-'C& 
or. EMS#i fci*L7Xi*9(z^*jh,aaaEM£ 


Bio 

fc£i&g£^i>B£*A^jSaif3|USl fc^L9(Dl^ 

[lg*«ii] £&ifcA<8~5 o-c-fc&ifsRJSi ~i 
[SB*S12] t^iitgffl^-l'^-T-fc&IgJfciSl 

[if#JSl4] LTffll^iH.&ifsJtJS 

[if i 5 ] if mm i l 9 (Ditiaoif *si-ie 

W±{-^mtLXf&^>. • Z> 1st is?? 

■tf^T*. is?? • »/*"<\ +Ml>^*7 -9- 

A, -y-yU**^ • -9-;U=B^v • I>t [ Jt 

<fc y mt*\z>&®i<jsmmtk\hmi&f& ; ? v 
[If^iai 7] ie#jgi !^f^^L9a^±r<DIf*]Slc^• 

^mitLTf&Zis'T? ■ -7l>5**->). is?=? ■ ft^T 
■ fiX5- h±;U=E^7 • i>T'Jf-ff-fXa 

Ilf*Sl9] ^^^P-^(7)^SSlA<8^l.M.2 5 
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[IS^H 2 1 ] E*iJ£0)E*lJ§^ 2 IC^ 2*t£i£gE 
#]£^-f 6fel£XI**<DK>tT-&oT. EMM 1 XI* 

t^?Hfr<Dftftm®*lz&&ft#<Di§ l &tlZmte&& 
*S*rr*KJt*JMiU 15BrttCDi§gE*iJ£*$£lJ-£ 

[»*i 2 2 ] m&mom&m^ 3 iz^^n^^SE 

^J£^r£t£&X[**<D^#-T;&oT. E^JS-^I^L 
<l4 2Xli4ftlxL9lc^S*t4fflaE5iJ$*-r4tt» 

^J$*-r*«ttXI**.0)Brit-(?fcor, E^JS^lftlN 

l 3 xi* 5 ft in l 9 \ZTTs zti&t&m&mzm-fz&Mo) 

'>ft< ttU^rti*><D»F5««*l3KBr>t*(DffiS<tl* 
*fc«*»**-r4«i>t*iMIU tSKr#(7>l£gE*iJ£ 

[»*«2 4] E^J£(DE^J#^5lc^£;h,£iggE 
^i£*-r£&g£XI**(DlftttT*feoT, E*ij#^1ftlN 
L 4 XI* 6 ft In L 9 \Z7jk S *i££SE*»J £ *-r4tttt<D 
'>ft< fctl^r*i]&N(D«l6««+l-KBf>*- + (Z>**tl* 

77?£o 

^J$-^^-^*S^XI*^<7)»rjtr*feor, gS*iJ§-^1 ftlN 
L 5 XI* 7 ft In L 9 Ztx&i&m&MZm-tZ&MO) 

mft^^S^^^^^r^^iiilJiL. i£B?rtfa>i£SE*iJ£ 

tf>&iiJ775£o 

[IS#E 2 6 ] B9Jao>E9U»4 7 iz* * *l£itfiE 

M**T4«»xf**a>wtt-e&oT* E*ij§-5§-i ftiN 

L 6X1*8^ L< \t9\Z7r.2ti&i&mm&\£mTfZ>&M 

77?±o 

[»3M|2 7] E51J^^E^J§^8|C^^tL^^SE 
M£*-r«ttMXf**<DKr>t-e&oT. EMS* 1ft I* 

L7Xf*9rc^*tt4JBaEM$*-r*«»a>*ft< <t 

ft. 


l 8 iz^*tL*MaEw**-r s«»o>'>ft < £ ttx-r 

[Bf*fi2 9] IS*«2 0fttNL2 8C0L>-rtl>!)MlS 

izi2tE$ttfzfeffi(Dig<iizfflLNh>n. 
<uiEnft*-r«ttii^6jft«ttii4i«M77^7-. 

[£fBCDi*$fflfti&E] 
[000 1] 

[0 O 0 2] 

v^7 ■ 7i/»^'J ( Shigel la f lexne 
riK v« • /"P-r-x-f (Shigel la bovydij ) • 
*/*-f ( Shigel la sonngi )3p<P ->»7lWatfi:»^ 
■ ( Salmonel la typhi ), iJ-JU^E*^ • /\°^ 

f 7>rA ( Salmonel la paratyphi A ), -trJU^*^ • TZ? 
4 Mk l J ( Sa Imonella typhimur ium ) % ^&)\^ = ^.^ = p - =f- 
xXft — ( Salmonel la Chester ) % -tfJU^E*^ • x>^r'J 
fH' Tr-f A ( Salmonel I aenter [tjdj^s ) Rtf -frJU^fr^ ■ 

— xix/<— y ( Salmonel la oran ienburg ) gltP+J-JU^E 
*^BBBl*. «§fcfiXI*<l*«a)SllHBIt Lt, gJH 
llStfey, *<D»Kn £«X 1*^(0 *=#>!;: I*, d 

[0003] ft*. Banei** B£t$gL. *o>K<b 
tt***0>±fc* Wtt* £fr 5 z <t iccfc y ± L x ftt> 
tiXl^&o LfrLftrf><£>. Z(D77}i-C?l*, Btf>igglcB$ 

S3 icff 3 C £ # ft in 1 1> o imir 4 . 
[OO0 4] -7a. B<Ditfi^E*Jlzfi-3#. 8£|5]5i 

*4iieT«Sim*h/ci*4. iSe^EISl*. S<Di§ 

<hiN3^j^^^-r^o ae^«*fc*y. ifi^cD8i5]± 

*»SlJ-T4fcAfC % 1 6 S 'JtK*/— ARN A (rRN 

a) a)«ttE9Ja)«iRi^nffl$tLri^«. 
[0005] ^fc, 1-1691 75^aici*, mm 

h#-fV^7 —if 1 1 0 i8 -9- 3fzL - >y h CD<gjgiti£^T* fe 

5vW u-x ^ ae^ ( gyrB ) 0)^SE^]o^f5] ic & y 

tlXl^&o L^LftA<t>. ^gl¥11-169175^«|z 
I*. *>y^««BB^ •9-^*5HfflH<Dttmizoi*T 
l*{5l^fBK$ttrLNftLN 0 
[0 0 0 6] 
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U % 1 6 S r RN A(DgIS5ljt«fttiftlLtt^f: 
*K 1 6 S r RN A(0^S^^1J|ZS^<^*(7)^(CJ: 

y jits 9 acoaas ^^ij l r isjs-r ^ c ti x* ^ ^ i^o 

[0 0 0 7] Uot, *§ZW(DBm*. ite^SJCJ: 
y. v<f^ ■ ?U£X*'J. ><f^ ■ Tt-w^-r . 

-< A. IJJUE*^ -f 7>fA'J OA. -Q-)\,=E*=y • 
[0 0 0 8] 

^-(S^rB)a)fc*ffl»(DttaBBM*^ ft»a*»SiJ-e*4 
IIJI<D@£I£SiJft[cail5£^£ c £ ££HI Lt*^B^S 36 

[0009] -r*t>*. m&m<D®z&m^ 1 

lz^£;h£J£fiE^J£*rir£*SgggL < (d:tttttt<Offi« 
lBXIM-a>Ktf-e&-DT. EOT»*2fcl*L9lC3F**i 

**»E«**-r*ttii«L<i*-ta)««i«<D'>tt< t 

&sg£Ji#-r&o *t. *«9if*« E9«a<DE9««4§-2 
iz^$ti««SG9J««-r«ttife«L<id:ttttifta)ffi«l 

^ S? *i££SE*i] &«rr «tt&£ L < f**a>«tMBa>d> 

MSiXli^CDErJtT-fcoT. £L< 1*2X1* 

4ttl*L9lc**ft*«SEM£»r«ttB*L<f** 

% /*-r«3Effl«Mta«-r«. *fc. ems 

<DE*1J#^ 4 iZTjk Zti&i&m&M + L < (* 

L3XI±5&L^L9I=:^aEtt4tt*E5»J*#-r*«Ke 

W^7-f7^1Sl«BSfi«t§, sale* * 

E*"J§-^ 1 fcl^L 4X(*6#l^L 9lc^^ti€)«SE^J 


iftfSo B9J80>E&I«#6I::» 
*ti*ffiSE5iJ*^-r-6«K«L<liKS»0)ffifflffiX 
li-e<DK>tT*fcoT. EMS-^1 <fl*L 5X1*7 £l^L 
9 (C^ * *1<5£SE$1J * 6*£gg:g L < \**<Dttffim 

E9JS0)En*«7|z^$tt«««En$*r«tttt« 

L<i*»ttMa>«»«xi**a)KJt-cfcoT. E*"J§^ 

1 ftl^L6X(*8*L< f*9lz^**i**KE5lJ**-r 

««E9U*4r^«ttil*L< attttlla)««axi»a) 

Kft-CfcoT. EW*#1 ttl^L7XI*9lc^**L4tt 
SE*J £ #-T ««RS L < l**(D«tMB0>'>ft < <t t I* 

M»-^9lc^*4x*ttaEM**-r*ttM*L< Jitttt 
&<7>ffi*$mXI**CDBftJtT*&oT. EMWl fcl*L8 
l=*S*i4«*EM**rr««»6L < l**(Dttffim<D 

[0 0 10] **WII4. E9]aa>E»*« 1 IC 

SBftt^o ^fc, *^0^fi. E^jacDE^JS^-2lz^ 
*+i4ttfiE^J***r4«MX(**a>KJtT?fcoT. E 

xi*3fti^L9rc**n4tt»E5»j**-r4a 

^tStt^^o *fc. *^0^fi. E^jacDE^IS-^3lcjF 
^IJS-^ 1 S U < (* 2 XI* 4 fcl* L 9 (z^ £*l,£i&gE*iJ 

n<D^»E^JS*^-r^z<tS^t;, • 0) 

«ajsasis*t4. ^ *3eujiia % e^j«(de^j 

»*4l=3S**i*Jt»EWt*"*-**IIXI**a)Bflt'C 
feor. E5>JS#1 «rL^L3X(*5<Pt>L9lcsa?tt* 
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U ^BT>t<7>i£fiE$y£*5g-r<i>c,t £*t,\ +nu^e* 
7 ■ ^?>r <D&£7}&£g{fc-f £ c *b!:, *#§e£l*. 
E*ISa>E9JS* 5 ic^ j*;K&J£SE*iJ J^t^MX 
l**(&BT*-CrfcoT. E^J8^1 fcl^L 4X1*6 fcl^L 

U ttKJta>tt£E9J£%3rT«c:£££' 

*s>k. *ss^i** iB^]sa>ee9JS#6i=^$tLi»«fi 

L^L 5X1*7 teL^L9lZ^aFtl4*SEM**-r*«M 
f*Jltt«tt&«*-*-«KJi£itllU ttK*a>tt&E9J 

E*ja<DEws*8ic^*;h,4$6SEM£*r 

fi9lc^**i4tt«E^J**-r*a»<D^<j:< ttt^r 

*«b(c. EM«a>E5»J*-^9lc^S 
*i£^SE^]£^T£&&XI**(7>BfrtfT&oT. E$U 
1 fcl* L 8 lc^£ft6tt&E9J£*-r«ttB®'>tt 

[0 0 1 1 ] 

• 7^xX£— , -y-VU^E^^ - X>f'Jf 
-TX»tf^*7 • ^ — X >/ \— -ycP gyrB jgfc^fl) 

»sa>fi«a)*SEMSE^jaa)E5»j#-^ i - 9 

■ftt^r. *fc. H1 -~3lz|* % I2*iJ^-§§- 1 - 9 ic^f 

tt&EMSftMs-e-ciF-r (fcfc\ e^js-^i-9iz^ 

SHfcttSEMtHi ~ 3lc^S4xfc«SEMf*H--e 
75"-ftita<fc o frigid |*g| 1 -3JS$fe^t 


E^J^36<±r^$ti. fficDaascD^SE^Jicoixr 

!*. y^7 • 7U2X*U(DttSEOTfclSi:tt»«iK* 

$MiL0)&mtf E<n £ 5 lefts l r i\*<Dtrtfi- 1 K8*T* 
$>3o *S§U8i*. E^JS-^ i - 9 i - 3 lz^-f& 
«EMa>Hn(cJ:tJ % ±IEO)9aS(DS*»53iJLraiS 

[0012] *§zBR<»m$i&m&mt. &mmismzf=? 

I*. EMM 1 ~ 91=5* $ti&. ^(PgCPgyrBafc 
^<7> i£S E9J X I* * (Oft fflK<D - 35 <t H - <Z> E9J * 
fit^^iifi, »*L<liDNABr^b«4o Wit 

I*. E*HMM l:*S*i**iE5iJXIifO)ffi««fl)- 
»*H-a>ttttE5U«*rr*. **>lz % ^^-l*, 

ftbco 8 aHa>B0>d>& < <t t i*-?tifr i oo)»i£fi«+ 

&»rttl*. ^^^^7^7^^-^ LTI*ffll^*ifc 
rBaeT-0)**E5iJ*»MS-Brfc|Rlc. &£E*iJ<Dfc£ 

fB«tjBt*ifija>i^-<D(4ai=tiB-r*«a)E^ja>«*s 
i*«SE5iJ^±izftfflwr*fc^a>r% »*a</w:J 

?'J ^Xt^^LN(Dt\ Jgffi*<l5£Ay«!:fc£lM*£< 

^7^7-^3' sRa^ftarw-ewd-cstti^ 

[0 0 13] ^^^V-^ LTiS^-T^^ilKI*, ft0 8 
^^&*a*#-r4<fe5l=:K«-r*o cm*. BI1-3 

*c:ti)sma)8aHa)Bi:»sijLraiS'r 
s^^^v-^ig^-r^ii^fzi*. «*tf. f87t@ 

(BIT, T87ntj (Dcfc 5 l=E«**> OTA<3' 
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U&?tz % *s¥3 • ?U^X*y <D87ntfiTrfc£#. 

te^sascoBri;*. z>mmt±Tcv&&o ®l 
or. 3- 3fc3fi*<87nta>T tuhz> *r>- vmzf^ << ^ 

i*«c£irj:y % «n**ic^^tt-5S3!>^>y^ ■ Z>\s*c 

«tffi***5***tttt**Cfclcj:y % «*y*»z± 
[0 0 14] COcfcolC. i$f^g^<«0)8Sa 

87nt<D<felz % H1 fit&H&frttJ: ?|z % 354nt<DA. 399 
nt(DA % 441nt<DT. 567ntCO T „ 759nt<7)G. 786nt<7>T 

888nt<z> t ^ >r -7- * mi £ C <t rt<r £ 
[0015] *^i^cD^^-r^-ii, -tKtDcfc 3 liaise 

- ?U2X*'JM5tJBa>»^ 39ntO>T£^iL\ L 
<I*C<DT£3' SRMfi-i^^^-KW^-r^-* 

or. cocfcofc^^v-^m^c^cfc y. ett 
^-f T-*m^T*ft*ff3^tr=j:y. 

MlzMSHS (*-ai=»«) ?%ZLttfV£ 

ho zco&5\z % *Bj*ffl«i^te^r. «9ittf ry^7 - 
*a#-r*-»©a«a*-r*fcto^ffit^*L5«»ti 

[0016] **wa>±iB^-rT-sfflL^fcBa)3B3E 
ictet^n*. mm^mi^z-ttco?^ ^-(D'pu < t 

^^^-rfctLis«fc< s i*. 9aco 


or. ^t^-Ki^^^-tLtiJcajcfc^^^ 

-fV-£/8lV U/<-Xffl3^>f ^7-(*. sa^^ii^ 
mz^i-^z t Lis, 

[0 0 17] fefc\ PCR^<D&i£ig^gi*f*C<D# 

i^ictei^r^fcirfcy. -£<D7r#><D*y h&tfgmtrfr 
urtsstitti^^izfro c ttfx 

f=£y. «ii**(7)S<*MSSSi-^c<t^Pififerfe^o 
ftor. **8$gsictei>r rmmi tit^t^mcDm 

htirtJiS^ttr^^or. #^(ctrdc<!:*<r#^o 

[oo 1 si &mmmi*. &m&\z-Di\x nufTo*£i* 

<D«*i«i«*<Dli«*ii*g-r-5. ivbtf>6nestedttlftia 
««- tT o - 1 \z& y * £ lz5t5Hz$l3££fT ^ - £ *<r # 

zt&xz&o em** i ~9&tf hi -31:1^**14 

E«0>-t9Efll (5' «) KH^SJhft^-f^-HDEM 

o-flSE5ijwi oi=. Ta« (3' m iz&^zti 
co^Jtic^^-f v-^ts^Lr5fe-r^^J#^ 

■ 1-3 f^2;|x&i2*i]<7>^lJiK ^#t;^>t*ig^ L. 

*i^r, m2[eigiz±iHLtc*^^cD^^>r^-^fflt> 

[0019] fete, ^-f ^-(D-tM' XI4**(c|8S**t 

feL>^. 1 5-5 0«SflS/)<»^l< 1 5-3 0^S 

* y i^psst * c t *<r # -5 o 

[0 0 2 0] *^§^!4. ±ELfc^-f7-iLtm^ 

e£#A,ri>a(Dr% ?ii)^^-<#a<bB-o^*@B^^ 

i^cty. a3E-r^*axii»ata*-r*-Ba)a^* 
*tjsmo)a^*aisij-r*ct35<-i?*«o sxv^^gptt 
i^o^ra)»w*±ELfc^-fT-a)»^ t raa-cfc 
to<tt. ^-r-7-ti*»fey, 3' ka^x 
v^^fflfi-ea&ic tr*#i^»* Ll^(tl^o - it life 

K)ta)-35a>*»}^&*»«-c3/i 0-7/1 oa>®sic>fe 

L. «(*ae^iiS!tel*<eSI**L4J:ofcLr«tt:ig 

■ ^<*Ct*T?#4. C<DJ:ol3. «HI^$felxtttt 
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[0 02 1] gi^P-^f>fX[t »l=:|B***i«: 

2 5gSM^fL<, 8~2 0i£fi*<2»bl3*f3;L 
l\, SS^LTIi. ft*<7)&S£:?P-^[cm^*i£^ 

[0 0 2 2] ±tBLfc*^(D«-vy^aXtt-9-^ : E^ 

^>(z+f-;u^^^ • /<^^:7>r B ( Salmonel la paratyphi 
B). ^80157^ ( Escherichia col i 0157). x;Uv- 
T ■ i>f P^'Jf ^ (Yers in ia enterocol it ica ) % 

- ;u^r 'J (Yersinia ruckeri K x>^p/<£ 
^-■^D7^x ( Enterobacter c I oacae ) % x>t-P/* 
£ £ — » 7iD^X (Enterobacter aerogenes ) „ fcf^? 
'J*- ■ T)V*rJ 'Jf >f^JX (Vibrio alginolyticus ) , t: 
^ 'J * - tt > Zf * »J - (Vibrio campbellii ) . t: 'J * 
• vyyhP^^jjX (Vibrio diazotrophicus ) Rlf fc: 
^•J^ • jiV?** ( Vibrio gazogenes ) 1 01 

(D»<fcyatf*L*«»(D'>tt< 1 «ju±. *?£l< 

li5HJa±. *c>lcB*L<l*7«tel±i:t l »g(Lr± 

ib 9 ac& v y ^ h x f* tr ;u ^ * =7 mm m & m & -r & c £ 

tfVtZ&CDVfo&^ttW&Ll^o cnb(D1 080) 
iridic. -ktpm<Dffi®mk LtM6t,0)-eft4fl) 

1 oaa>«BBtaiBijLT±iB9aa)i/y^Hxi4^u^ 

2 0«fl*L2 9lc^-r o Ctl£<DBB*iJ£±fE9a 

*:t<7)£E]4£:^LE! 1 1 l^-fo H4fcl*LB 
1 1 Izfc^TI*. 01 ft^LH3t^ • ?U 

*HcttSE*J****B<DE*J#E«*ftTl**. 0 4 


^tt-?ttA<. &&m^2 Oftl*L2 9IC^ 

c*t*>i oaaa>ao>±ri:»fB«SA<*&4ffls*# 
a><}>t£ < ^ i i^ma* i a. »* l < i*'>>& < <t t 

[0 0 2 3] *fc % ±ELfc*«BHa>9«a> 

m<D&8Lzm-7<Do%. '>&<(tt3agja±, 

L<(i6aS^-t. g^»^L< liZtLb 9a^±§P0) 
E^J#-§-2 0ftl^L2 9I^^CD^Tjitfe^iB^JA<^^n 

±ELfci oasa>S(z>'>^< £tiiv***i*ia. 
»*L<i**a< ^ti^-rtt^sa. ^?t»i^»^L<ii 

»t©iA<±iBi oao)a-<?i**L^L^d-tt«ii-T 
-^(Dffl^-y-^ffli^sc: tic* f6o>atta>att^p 

1±^D--0l|A<TEII^&0>J4lcEt£^tiTt^^o 
[0024] S»(7>Ba»Sffla>«K^p-^*^»jb 

tttt (*BJ^«lc;fcl,*T. *^B^<7)#^^^P-^<tyN 

>f^'j?>fxti), aa-r^#*«a* ra^attj t 

a)^«i<b«»^p-^icoi%rHSMi^l^ tizttft cfe 5 
icajertitf. aa^^^i»si«a*»a^nftf=« 


(8) 
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#£L<li2°cm*T*fe&C£*<#£Ll*o *tz. 

io, z t>\z&-£ l < 1*4/1 0-6/1 oommi-'pu < £ t 1 

[0 0 2 5] *mR<M&&TvZ?\*. ^ODNAf'V 

(-r^+5*>. gyrBite^Xli^cD-gB) 

&ai -r^ £ s j^m cd±ib 9 mo v y ^ ax ^ * ^ 

ri^2o©« (fc«L-*tt**l«) ic/\-f?y$f 
*x^*;^^-*Kje-r*iiiJ:<. z*ti*H4«f^ 

toirt. SM** Kf±4Hfla>X'7 U*^ K<7> 

Lt, a»a>a»^p-^a)i:*L^/\-f ^y y-rxufc 


±r^»ico^izj:y^T5c'i:^r^^)o 

[0 0 2 6] **^ICd:y % ±!E9aO)5figifflS 

or. <teo)8i(D^<j:< tti^r^a>»fBffl«+i^» 

[0 0 2 7] y-T h v-^>v>^)i(Dii^lCli. 

«fc ? S X^? -v^ffltt* *r^-& Zf^4 mi^te^ 
-r ^ - £ ffl t % & z 1 t*£ h a 

[0 0 2 8] 

[002 9] SH6« 1 gyrBiifc^cpi£&iaff]<Pi%^ 

a) an*mr«i3i 

• 3t-^-x>/<— ys-ttL-ett. *aicj:y*i*j§*3 

m I -e*»«Lfc. 12000 rpm, 4°C. 10» 

5Bi0Lr«(*S*«>fc o citiSISS[7K5 0/i I iz&ff 
Ls 1 0 0°C, 1 OttftlJRLfco CtL^15000 rpm, 4 

°c, 1 o^iS/^>LT± / ^ s^^fTLL^5 l 3.-^lz^L. zti 

SDN Ajg<t Lfco 
[0030] (2) PCR 

C(DDNA?Bi!l:LrPCR$fTof:o fflt^fc^^-^ 
- K m 7=7 -f "7 -UP1 & y / X flij -J =7 4 "7 -UP2<7)^ 

mmm%*ti j etiEz&m^i owi nz^-r 0 sis^ 

fifef*. 10xPCR i^j-PT (100 mM Tris-HCI, pH8. 3, 500 
mM KCI, 15mM MgCl2. 0. 001%(w/v)4f 1 O // 

I , #2 mMCD&dNTP 10//L 5 0 /iM^-fT-U 
P1 2/i L 50 M^^>T V— UP2 2 U Amp I iTa 
q Go Id (PERK IN ELMERttS!) 0. 5 u I . DNA 10 u I T*JS1^ 
^i+fro ^ftli, 96°C1^, 60°C1^ 72°C2 

6 ^^-CSFBS-frfco 3%7^fp-xy;uS 
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ico^TteG-SO^r-x'V^XTJ^A (77;i/7v7tt 
SS) *«L^f|BLfc. ^S&l*. 3000 rpm. 1 ^il^L 

[003 1] (3) v— £x>X 

£fTO*= 0 t-hv-^i^-lt ABI PRISM310 Gen 
etic Analyzer (AB I ttgg)£<$J?3Ltco 5*^1*. BigDye T 
erminator Cycle Sequencing, FS (ABI ttSS) £ GEJS L 
fzo ABItt(7)^a h3HU:^of: 8 

[0032] -ecDJS^ ±KLfc9«a>»iz-3i*T* * 
[0 0 3 3] jjg2 3f^>rv-£;Bi,^-®<Bf5]5£ 
*> 6 1 i PitilcBS LfcDNA » * fc 

[0034] ^^-^-KfllJ^^^^-^Lr. *<D6« 

F-M1 t : agcgtgacggcaaagaagatcat 

F-M1c: agcgtgacggcaaagaagaccac 

f I -Ma : agaacaaaacgccgatccaccca 

fl-Mg: agaacaaaacgccgatccacccg 

bo-Mt: acaagaacaaaacgccgatccat 

bo-Mc: acaagaacaaaacgccgatccac 

— *JBl*fc. 

R-1 25 : ctggaaaccatcgttccact 
[0 0 3 5] #7t9-Ki?7-f7-E« + , Tj££ 


t3' *SA<SX77fflJfi^:<j:otl^o F-MU&t/F 
-M1cl£. 308nt~330nt<DHigeT*fey . F-M1tl*. 327nt& 
l/33Qnt £ -9- * =y m<D smtmC < T [ZLtzt<DX- 

fey. F-Micii. ztih>£is73mo)3mtmc< ct 

Ltzt<DX&& 0 fcfc. F-M1c(DBBMI* % v>tr^ • 

y. ■ y*-rtr*3i2nt*<*ttorLx*^ 

CD^miC^^tL^ct 51^. SXT^^^i4*<3' 

&o fl-Ma&tffl-Mgl*. 377nt-399nta)««-efey . fl 

y. fi-Mgi*. ^7 • 7ff>r^>rxi/v^7 ■ v/^-rco 

mmt^±lzfE\-X*fc%o bo-Mt&t/bo-Mcli. 374nt~3 
96nt(D«*-(?fcy. bo-Mtliv^ ■ 7^X*'JAtf 
• 0>BM£ft£lcn— Cfcy.' bo-Mc(iv 

[0036] ±ELfc6l«0)7t9-K«S?7^7- 

6iy©PCR$ffofe. KX&tffiJCftfM** StSSW 

[0037] $s^£Tieai ic^-r 0 ai*, roj i* 

mmt>m ? * v - kb^ -f -7-a>«^i±3&<*tt o 

ri^so-e. £a>:7*7-KB^*v-T*B«aME* 
fcA^B^a^ticjiy c*L&o>3«a)M*iii9i-i-*c 

[0 0 3 8] 
MM] 



F-M1 1 

F-M1e 

f l-Ma 

fl-Mg 

bo-Mt 

bo-Mc 

S. flexneri 


O 

o 



o 

S. sonne i 


O 


o 


o 

S. boyd i i 


O 


o 

o 



[0039] mmm3 yo-yzmi^tzmo^iz 

a) 

yf7 • ?u^x*'j. y^7 ■ 7\ut4. v^7 • y 
-?&mi*x c*Lt>6aoffii&j*tTot-o 

[0 0 4 0] (2) ^P — ? 

S1-CA: cacccaaat 
S1-CG: cacccgaat 

51- TG: catccgaat 

52- C: ccaccgaaa 

52- T: ccactgaaa 

53- TGT: ttggcgttg 


S3-TGC: ttggcgtcg 
S3-CGG : tcggcgtgg 
S3-CAC : tcggcatcg 
[0 04 1] C^bO)^P-^7*), S1-CA, S1-CG& 
tfS1-TGf*394nt-402nt(D««-efcy, S1-CAIiv^ • 

7u>x*y (7)ie^j<b^±ic(5]-r*fe y . si-cGf*»>y 
t- u t- 7 s -r x <om&\ t ft & icn - -e & y . si -tgi* > 

^±lzp-T*fe^o S2-CS^S2-TI4. 416nt-424ntO)M 
«"Cfcy, S2-C(D@B^Jfi. v« ■ ^U^X^'J. v>f 

>^ 'Jf-f J r>fX<DEflJi:^^l^--efey. S2-TOIB 
Ml*, • V^*-<atf*^*5 -/^f7-fA© 

m&]t^±\zm-X*&%o S3-TGT. S3-TGC. S3-CGGai/ 
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S3-CACIi434nt-442nt(7)fiiger*fey . S3-TGT<7>^](£-> 
¥=y • 7ls<?7,**J<Dmmt^±\z&-V&V. S3-TGC 

^±lc(53-T*fcy, S3-CGG(DS^J(ivy^ • T^>r(7)S 
^Jt^lcf^-T'fey. S3-CACCD^JIiv>f^ • i^=f- 

[0 0 4 2] (3) >>^U>(7>iSiS 

±&&zfa—z?& % 100 pWv i iwH^Lfc^. ^ >^ 

5 0 v I "f Lf-o U V£ PX'J>;*j— T'12 

00x104/iMJ/cm2r*RB^LT K*;/ h:?Py KfflCD^ >Z?U 

[0 0 4 3] (4) -9->^;uo>tt««» 

7t9-K«^7-f7-tLt, F-125: aaagcatttgttg 
aatat. U/<-7fl^7-f 7-t LT, ±fBR-125£ffl 

PCR*ff3Cfc|cJ:y % tt»«»*ttfc*>^U*B 
SLfc, PCRIi, 10xPCR buffer (100 mM Tr i s-HCI , 
pH8.3, SOOmMKCI, 15 mM MgCl2. 0. 001%(w/v) 4? ^ 
» 5 fi I . #10 mM d(A.G.T) 0. 8 // I „ [<*-32p]dCTP 
(150/iCi) 3 0// I . #50/iM -J=?4^— F-125S. 
t/R-125 1 |i I . AmpliTaq Gold (PERKIN ELMERfctSS) 

0.3// I . DN A 5 fJ I X'Jx.ltZ'&tzo &m*. 9 6 °C 
$2 


60°C1^ 7 2 0 C2^"C2 5 +M ^7 JU&fS £ 
fco PCRgM, "tr^T^^^XG-SO^^AT'S^ 

[0 0 4 4] (5) /W :7'jy-Tif-v3>AtfH* 
ffelC^^Lf->>^^>IZ^S!feStg^*ttlX. 5 5 
°C4^Fp1SlS^li-fco 2xSSC-0. 1%SDS&;$;g;$£Ji0a_. 

0#|Bk 3 0»»Lfc. ;*IC0. 1xSSC-0. 1%SDS 

*?*?Sr*3@^^. o. ixsscr*5 o°c. 1 o»p B m» 

A) ^mX'^y hLf: 0 -8 0°Ct-ftt-h7vt 

[004 5] tt»$TK«2lC^-r o «2*. roj I* 
^ >^U>|z+h>^;^<jS^LtrZ<t ^^L. r-j |* 

is* Ltt**o fee a2ic^^tt^>cfc3ic % 

[O O 4 6] 
[12] 



S1-OA 

S1-CG 

S1-TG 

S2-C 

S2-T 

S3-TGT 

S3-TGC 

S3-CGG 

S3-CAC 


O 



O 


O 






O 



O 


O 






o 

O 



O 



• 


o 


o 




O 





o 


o 




O 



o 


o 







[ o o 4 7 ] gyrMte?-q)tt»gwq)»g 

• i>f ph'Jt >r^], i;i/y-7 ■ ;Kr'J . x>^p 

l\ C*lt> 1 Ofi<D$ffl@CO£XrJMl|£(7>^Si25lJ^^^L 


fco %£Sftfctt£E9J£B«S4>EM«-9 2 0-2 9 

[oo4 8] nmm* DNA?y?\z&z>mo>mm 


Shi 1 
Shi 21 
Shi 22 
Shi 23 
SaM 
Sal 21 
Sal 22 
Sal 23 
Sal 24 
Esc 1a 

[0 0 4 9] JtKft:7n-:7rt</W ^'J^Xt^as 
tf-tO>«« (04-1 1#RB) ^-FfS«3fz^-T 0 


caagaacaaaacgcc 
attggcgttgaagtg 
cgatccatccgaata 
ttctccactgaaaaaga 
aacaagaataaaacgcc 
cggcgtcgaagta 
cggcgtggaagta 


(1) DN ATvZf<DftM 
(ifi^iJ#-§-3 O) 

(e*us#3 1 ) 

(K*lJ§-5§-3 2) 
(IB*IJ#^3 3) 
(EMS* 3 4) 
(EMS* 3 5) 
(EMS* 3 6) 


tgaatatctcaacaagaat (EMS* 3 7 ) 
atcttctatttctccac (EMS* 3 8 ) 
acggtatcggcgt (EMS* 3 9 ) 

[0 0 5 0] 
[*3] 
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Shi1 

Z S?7 - 7 l^f-v^ ]) 
*8§®0157 

=c^y^a/<7 • 7aT%^ 
^^Ta;<7#~ . T^V7**7* 

376nt~390nt 

Shi21 

1/7*7 - 7V-*r^y 

434nt~448nt 

Shi22 

is? 7 ■ i&iTA 

391nt-M04rrt 

Shi23 


41 ^rrt-'-^4?QrTfr 

SaM 

s J */ l. >^f> ^/ v .x 

OiHIL v KVV/I 1 1 

Sal21 

• /<7?-7 J B 

436nt— 448nt 

Sal 22 


436rTt^47nt 

Sal 23 

' '*7*f"74 B 

364nrt~-382rrt 

Sal24 


404nt~420nt 

Esda 

■f-/\^r^7 • /*7*5-74 B 

430nt— 441nt 


[O O 5 1 ] ±I5CD^D — ^^200a/M/// I (CiB^L 
X7K^^^r>^;^ (fflD a o* TMicro Spotting S 
olutionj (Telechem international, Incgi) ££f mM 
^;BJS100x/M/a/ I KilKLTco -?>T^ 

0.2%SDSJ§;*S. ^®7kr*^^L^ 0 95°C0>^ 
»*^*Dj»L*:SL Na2BH4»«-e*»Lfco US. SDS 


[0 0 5 2] (2) tt(*(DSS45! 


(12) 
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owfrz>mmmi tmmzmm^tzo n Af&^mwt l 

-F-137&t/R-137£ffll*T P C RlCcfc Uit^Lfc s & 
fc\ iftlli^li. ■ ^U*v*»J(&383nt~519nt 

F-137 : gaaggyggyatymargmrtt 
R-137 : tcytgraarcyrtcrttcca 

ttl*tt»«MS*ifc. SlCffldSl*. 10xPCR/W:7 7 (1 
OOmM TrisHCI.pH8.3, 500mM KCI. 15mM MgCl2. 0.001% 
(W/V)-tf5^» 5// I % 2mM dtt.G.T.C) 10/i I , 1&m 
JI^dCTP (Sp D p«FluoroLink Cy5-dCTP) (1mM) 1 # I , 5 
0//M PrimerF-137 1 // I . PrimerR-137 1 u I .AmpMTa 
q Go Id (PERK IN ELMERttS D N A tK 'J * ^ — tf ) 0.3/i 
I , DNA by I TfSJCaF-frfco 3M*li, 96°C1fl\ 60°C1 

*k 72°c4^. 6o«m$;ut?k« pcrsmsl -t? 

[0 0 5 3] (3) /vf :f'J y-fif— i/a > 
ftlcffi*LfcDNA^^^aaCy-5SK<i#iM«3*/ni 

40°C4~18B$P B 1J£i££t!-t- o 2 x SSC-0. 02%SDS&;$ 
58a$»7L. SS-e3#Pfl. M§tifc»Ltzo Mz % 0.1 xS 
SOft^T*. 3#IHft»U K«a?-frfco T>T 


g$^i1 2X^1 3(C^-f 0 ftfc\ C*L»b(DS|-fc 

>rxLf-) a>*#* h-ea&y. dffi^a>^o)ii^i4 cr 

a3ic^-rct 51^. ^D-^Shi211un<D^P-^li^ 
tfi tfctf) m & * COgyrBigfe^Kr >t t * \ -f ? U ^ -< X "T £ 

h izm^x mom ajmv 

[0 0 5 5] 

[*9)0>»)S] ia±(Diu, *fzw\z&*>) % is7=? - ? 

si^cty 51 zie^ztiz>m&& j t>&*pn<D&m. fern* 
tf^l»f=*tM=JiiK-r4tia)t«i»**L* D 

[0 0 5 6] 


[005 4] (4) 


[0 0 5 7] 


SEQUENCE LISTING 

<;110>; SRL, INC. 

<;120>; Nucleotides for Measuring Bacteria Belonging to Genus Shigella or 
Salmonera 
<;130>; 00660 
<;160>: 39 

<;210>; 1 
<;211>; 1171 
<;212>; DNA 

<;213>; Shigella f lexneri 
<;400>; 1 

cgataactcc tataaagtgt ccggcggtct geaeggegtt ggtgtttcgg tagtaaaege 60 

cctgtcgcaa aaactggagc tggttattca gcgcgagggt aaaattcacc gtcagatcta 120 

egaacaeggt gtacegcagg ctccgctggc ggttaccggc gagactgaaa aaaccggcac 180 

catggtgcgt ttctggccca gcctcgaaac cttcaccaat gtgaccgagt tcgaatatga 240 

aattctggcg aaacgtctgc gtgagttgtc gttcctcaac tccggcgttt ccattcgtct 300 

gcgcgacaag cgtgacggca aagaagacca cttccactat gaaggeggea teaaagegtt 360 

cgttgaatat ctgaacaaga acaaaacgcc gatccaccca aatatcttct acttctccac 420 

cgaaaaagac ggtattggcg ttgaagtggc gctgcagtgg aacgatggct tccaggaaaa 480 

catctactgc tttaccaaca acattccgca gcgtgacggc ggtactcacc tggcaggctt 540 

ccgtgcggcg atgacccgta ccctgaatgc ctacatggac aaagaaggct acagcaaaaa 600 

agecaaagtc agcgccaccg gtgacgatgc gcgtgaaggc ctgattgegg tcgtttccgt 660 

aaaagtgccg gacccgaaat tctcctccca gaccaaagac aaactggttt cttctgaggt 720 
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gaaatcggcg gttgaacagc agatgaacga actgctggcg gaatacctgc tggaaaaccc 780 
aactgatgcg aaaatcgtgg ttggcaaaat tatcgatgct gcccgtgccc gtgaagcggc 840 
gcgtcgcgcg cgtgaaatga cccgccgtaa aggtgcgctc gacttagctg gcctgccggg 900 
caaactggca gactgccagg aacgcgatcc ggcgctttcc gaactgtacc tggtggaagg 960 
ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 
gctgaagggt aaaatcctta acgtcgagaa agcgcgcttc gataagatgc tctcttctca 1080 
ggaagtggcg acgcttatca ccgcgcttgg ctgtggtatc ggtcgtgacg agtacaaccc 1140 
ggacaaactg cgttatcaca gcatcatcat c 1171 

[0 0 5 8] 

<;210>; 2 
<;211>; 1171 
<:212>; DNA 
<;213>; Shigella boydii 
<;400>; 2 

cgataactcc tataaagtgt 
cctgtcgcaa aaactggagc 
cgaacacggt gtaccgcagg 
catggtgcgt ttctggccca 
aattctggcg aaacgtctgc 
gcgcgacaag cgtgacggca 
cgttgaatat ctgaacaaga 
cgaaaaagac ggtattggcg 
catctactgc tttaccaaca 
ccgtgcggcg atgacccgta 
agccaaagtc agcgccactg 
aaaagtgccg gacccgaaat 
gaaatcggcg gttgaacagc 
aaccgacgcg aaaatcgtgg 
gcgtcgcgcg cgtgaaatga 
caaactggca gactgccagg 
ggactccgcg ggcggctctg 
gctgaagggt aaaatcctca 
ggaagtggcg acgcttatca 
ggacaaactg cgttatcaca 

[0 0 5 9] 

<;210>; 3 
<;211>; 1171 
<;212>; DNA 
<;213>; Shigel la sonnei 

<;400>; 3 

cgataactcc tataaagtgt ccggcggtct gcacggcgtt ggtgtttcgg tagtaaacgc 60 

cctgtcgcaa aaactggagc tggttatcca gcgcgagggt aaaattcacc gtcagatcta 120 

cgaacacggt gtaccgcagg caccgttggc ggttaccggc gagactgaaa aaaccggcac 180 

catggtgcgt ttctggccca gcctcgaaac cttcaccaat gtgaccgagt tcgaatatga 240 

aattctggcg aaacgtctgc gtgagttgtc gttcctcaac tccggcgttt ccattcgtct 300 

gcgcgacaag cgcgacggca aagaagacca cttccactat gaaggcggca tcaaggcgtt 360 

cgttgaatat ctgaacaaga acaaaacgcc gatccacccg aatatcttct acttctccac 420 

tgaaaaagac ggtattggcg tcgaagtggc gttgcagtgg aacgatggct tccaggaaaa 480 

catctactgc tttaccaaca acattccgca gcgtgacggc ggtactcacc tggcaggctt 540 

ccgtgcggcg atgacccgta ccctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 


ccggcggtct gcacggcgtt ggtgtttcgg tagtaaacgc 60 

tggttatcca gcgcgagggt aaaattcacc gtcagatcta 120 

ctccgctggc ggttaccggc gagactgaaa aaaccggcac 180 

gcctcgaaac cttcaccaat gtgaccgagt tcgaatatga 240 

gtgagttgtc gttcctcaac tccggcgttt ccattcgtct 300 

aagaagacca cttccactat gaaggcggca tcaaggcgtt 360 

acaaaacgcc gatccatccg aatatcttct acttctccac 420 

tcgaagtggc gttgcagtgg aacgatggct tccaggaaaa 480 

acattccgca gcgtgacggc ggtactcacc tggcaggctt 540 

ccctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

gtgacgatgc gcgtgaaggc ctgattgcgg tcgtttccgt 660 

tttcctccca gaccaaagac aaactggttt cttctgaggt 720 

agatgaacga actgctggca gaatacctgc tggaaaaccc 780 

ttggcaaaat tatcgatgct gcccgtgccc gtgaagcggc 840 

cccgccgtaa aggtgcgctc gacttagcgg gcctgccggg 900 

aacgcgatcc ggcgctttcc gaactgtacc tggtggaagg 960 

cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

acgttgagaa agcgcgcttc gataagatgc tctcttctca 1080 

ccgcgcttgg ctgtggtatc ggtcgtgacg agtacaaccc 1140 

gcatcatcat c 1171 


(14) 
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agccaaagtt agcgccaccg gtgacgatgc gcgtgaaggc ctgattgcgg tcgtttccgt 660 
gaaagtgccg gacccgaaat tctcctccca gaccaaagac aaactggttt cttctgaggt 720 
gaaatcagcg gttgaacagc agatgaacga actgctggca gaatacctgc tggaaaaccc 780 
aaccgacgcg aaaatcgtgg ttggcaaaat tatcgatgct gcccgtgccc gtgaagcggc 840 
gcgtcgcgcg cgtgaaatga cccgccgtaa aggtgcgctc gacttagcgg gcctgccggg 900 
caaactggca gactgccagg aacgcgatcc ggcgctttcc gaactgtacc tggtggaagg 960 
ggactccgcg ggcggctctg cgaagcaagg gcgtaaccgc aagaaccagg cgattctgcc 1020 
gctgaagggt aaaatcctca acgttgagaa agcgcgcttc gataagatgc tctcttctca 1080 
ggaagtggcg acgcttatca ccgcgcttgg ctgtggtatc ggtcgtgacg agtacaaccc 1140 
ggacaaactg cgttatcaca gcatcatcat c 1171 

[0 0 6 0] 

<;210>; 4 
<;211>; 1171 
<;212>; ONA 

<;213>; Salmonel la typhi 
<;400>; 4 

cgataactcc tataaagtct 
tctgtcgcaa aaactggagc 
cgagcacggc gtgccgcagg 
gatggtacgt ttctggccga 
gatcctggcg aaacgcctgc 
gcgcgacaag cgcgatggca 
tgttgaatat ctcaacaaga 
cgaaaaagac ggtatcggcg 
catctactgc tttaccaaca 
ccgtgcggcg atgacccgca 
agccaaagtc agcgccaccg 
aaaagtgccg gacccgaaat 
gaaatcggcg gtagaacagc 
atctgacgcg aaaatcgtcg 
gcgtcgcgcc cgtgaaatga 
caaactggcg gattgtcagg 
ggactccgcg ggcggctctg 
gctgaaaggt aaaatcctta 
ggaagtggcg acgctgatca 
ggacaagctg cgctatcaca 

[006 1 ] 

<;210>; 5 
<;211>; 1171 
<;212>; DNA 
< ; 21 3> ; Sa I mone 1 1 a parathyph i A 
<;400>; 5 

cgataactcc tataaagtct ccggtggtct gcacggcgtg ggcgtctcgg tagttaacgc 60 
tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 
cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggcac 180 
gatggtacgt ttctggccga gccacgaaac cttcaccaac gtcactgaat ttgaatatga 240 
gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tctggcgttt ccatccgcct 300 
gcgcgacaag cgcgacggca aagaagatca tttccactac gaaggcggca tcaaggcatt 360 
tgttgaatat ctcaacaaga ataaaacgcc gatccatccg aatatcttct acttctccac 420 
tgaaaaagac ggtatcggca tcgaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 


ccggtggtct gcacggggtg ggcgtctcgg tagtcaacgc 60 

tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cacccctggc cgtcactggc gataccgata aaaccggcac 180 

gccacgaaac cttcactaac gtcactgaat ttgaatatga 240 

gtgaactgtc attcctgaac tcaggcgttt ccatccgcct 300 

aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 

ataaaacgcc gatccacccg aatatcttct atttctccac 420 

tggaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 

acattccgca gcgcgacggc ggtactcacc tggcaggctt 540 

cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

tctcctcaca gaccaaagat aagctggtct cttccgaggt 720 

agatgaacga actgctgagc gaatacctgc tggaaaaccc 780 

tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 

cccgtcgtaa aggcgcgctg gatttagccg gtctgccggg 900 

aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

acgtcgagaa agcgcgcttc gacaagatgc tttcctccca 1080 

ccgcgctggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 

gcatcatcat c 1171 


(15) 


2001-245677 


[0 0 6 2] 


[0 0 6 3] 


catctactgc tttaccaaca acattccgca gcgcgacggc ggtactcatc tggcaggctt 540 

ccgtgcggcg atgacccgta cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agccaaagtc agcgccaccg gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

aaaagtaccg gatccgaaat tctcctcaca gaccaaagat aagctggtct cttccgaggt 720 

gaaatcggcg gtggaacagc agatgaacga actgctgagc gaatacctgc tggaaaaccc 780 

atctgacgcg aaaattgtcg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctg gatttagccg gtctgccggg 900 

caaactggcg gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaaaggt aaaatcctca acgtcgagaa agcgcgcttc gacaagatgc tctcctctca 1080 

ggaagtggcg acgctgatta ccgcgctggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat c 1171 

<;210>; 6 
<;211>; 1171 
<;212>; DNA 

<;213>; Salmonella typhi murium 
<;400>; 6 

cgataactcc tataaagtct ccggcggtct gcacggcgtg ggcgtctcgg tagtcaacgc 60 

tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggcac 180 

gatggtacgt ttctggccga gccacgaaac cttcaccaac gtcactgaat ttgaatatga 240 

gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tcaggcgtct ccatccgcct 300 

gcgcgacaag cgcgatggca aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 

tgttgaatat ctgaacaaga ataaaacgcc gatccacccg aatatcttct atttctccac 420 

cgaaaaagac ggtatcggcg tggaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 

catctactgc tttaccaaca acattccgca gcgcgacggc ggtactcacc ttgcaggctt 540 

ccgtgcggcg atgacccgta cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agccaaagtc agcgccaccg gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

aaaagtaccg gatccgaaat tctcctcaca gaccaaagat aagctggtct cttccgaggt 720 

gaaatcggcg gtagaacagc agatgaacga actgctgagc gaatacctgc tggaaaaccc 780 

atctgacgcg aaaatcgtcg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctc gatttagccg gtctgccggg 900 

caaactggcg gactgtcagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaaaggt aaaatcctta acgtcgagaa agcgcgcttc gacaagatgc tttcctccca 1080 

ggaagtggcg acgctgatca ccgcgctggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat c 1171 

<;210>; 7 
<;211>; 1171 
<:212>; DNA 

< ; 2 1 3> ; Sa I mone 1 1 a Chester 

<;400>; 7 

cgataactcc tataaagtct ccggcggtct gcacggcgtg ggcgtctcgg tagtcaacgc 60 

tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggcac 180 

gatggtacgt ttctggccga gccacgaaac cttcaccaac gtcactgaat ttgaatatga 240 

gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tcaggcgtct ccatccgcct 300 

gcgcgacaag cgcgatggca aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 


(16) 
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[0 0 6 4] 


[0 0 6 5] 


tgttgaatat ctgaacaaga ataaaacgcc gatccacccg aatatcttct acttctccac 420 

cgaaaaagac ggtatcggcg tggaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 

tatctactgc tttaccaaca acattccgca gcgcgacggc ggtactcacc tggcaggctt 540 

ccgtgcggcg atgacccgca cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agctaaagtc agcgccaccg gcgatgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

aaaagtgccg gacccgaaat tctcctcaca gaccaaagat aagctggtct cttccgaggt 720 

gaaatcggcg gtagaacagc agatgaacga attgctgagc gaatacctgc tggaaaaccc 780 

atctgacgcg aaaattgtcg tcggcaatat tatcgatgcc gcgcgtgcgc gtgaagcggc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctc gatttagccg gtctgccggg 900 

caaactggcg gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaagggt aaaatcctta acgtcgagaa agcgcgcttc gacaagatgc tctcctctca 1080 

ggaagtggcg acgctgatta ccgcgctggg ctgtggtatc ggtcgtgacg agtacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat c 1171 

<;210>; 8 
<;211>; 1171 
<;212>; DNA 

<;213>; Salmonel la enter itidis 
<;400>; 8 

cgataactcc tataaagtct ctggtggtct gcacggcgtg ggcgtctcgg tagtcaacgc 60 

tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggcac 180 

gatggtacgt ttctggccga gccacgaaac cttcactaac gtcactgaat ttgaatatga 240 

gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tctggcgttt ccatccgcct 300 

gcgcgacaag cgcgatggca aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 

tgttgaatat ctgaacaaga ataaaacgcc gatccacccg aatatcttct acttctccac 420 

cgaaaaagac ggtatcggcg tcgaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 

tatctactgc tttaccaaca acattccgca gcgtgacggc ggtactcacc ttgcaggctt 540 

ccgtgcggcg atgacccgta cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agccaaagtc agcgccactg gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

aaaagtaccg gacccgaaat tctcctcgca gaccaaagac aagctggtct cttccgaggt 720 

gaaatcggcg gtggaacagc agatgaacga actgctgagc gaatacttgc tggaaaaccc 780 

atctgacgcg aaaattgtcg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctg gatttagcgg gtctgccggg 900 

caaactggcg gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaaaggt aaaatcctca acgtcgagaa agcgcgcttc gacaagatgc tctcctctca 1080 

ggaagtggcg acgctgatca ccgcgctggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat c 1171 

<:210>; 9 
<;211>; 1171 
<:212>; DNA 

<;213>; Salmonella oranienburg 
<:400>: 9 

cgataactcc tataaagtct ccggtggtct gcacggcgtg ggcgtctcgg tagtcaacgc 60 

tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggtac 180 

gatggtacgt ttctggccga gccacgaaac cttcaccaac gtcactgaat ttgaatatga 240 


(17) 
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gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tcaggcgtct ctatccgcct 300 
gcgcgacaag cgcgatggca aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 
tgttgaatat ctcaacaaga ataaaacgcc gatccacccg aatatcttGt acttctccac 420 
cgaaaaagac ggtatcggcg tggaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 
catctactgc tttaccaaca acattccgca gcgcgacggc ggtactcacc tggcaggctt 540 
ccgtgcggcg atgacccgca cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 
agccaaagtc agcgccaccg gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 
gaaggtgccg gacccgaaat tctcctcgca gaccaaagat aagctggtct cttccgaggt 720 
gaaatcggcg gtagaacagc agatgaacga attgctgagc gaatacctgc tggaaaaccc 780 
atctgacgcg aaaattgtcg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 
cggtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctc gatttagccg gtctgccggg 900 
caaactggcg gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 
ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 
gctgaagggt aaaatcctca acgtcgagaa agcgcgcttc gacaagatgc tctcctctca 1080 
ggaagtggcg actctgatca ccgcactggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 
ggacaagctg cgttaccaca gcatcattat c 1171 

[0 0 6 6] 

<;210>; 10 
<;211>; 41 
<;212>; DNA 

<;213>; Shigel la f lexner i 
<;400>; 10 

gaagtcatca tgaccgttct gcaygcnggn ggnaarttyg a 41 

[0 0 6 7] 

<;210>; 11 
<;211>; 44 
<;212>; DNA 

<;213>; Shigel la f lexner i 
<;400>; 11 

agcagggtac ggtagtgcga gccrtcnacr tcngcrtcng teat 
44 

[0 0 6 8] 

<;210>; 12 
<;211>; 23 
<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; Foward primer for ampl ifying gyrB gene of Salmonel la bacteria 
<;400>; 12 

agegtgaegg caaagaagat cat 2 
3 

[O O 6 9] 

<;210>; 13 
<;211>; 23 
<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; Foward primer for amplifying gyrB gene of Shigel la f lexner i and S 
hi gel la boyd i i 
<;400>: 13 


(18) 


2001-245677 


agcgtgacgg caaagaagac cac 


23 


[0 0 7 0] 


[0 O 7 1 ] 


[0 0 7 2] 


[0 0 7 3] 


[0 0 7 4] 


<;210>; 
<;211>; 
<;212>; 
<;213>; 
<;220>; 
<;223>; 
<;400>; 


14 
23 
DNA 

Artificial Sequence 


Foward primer for ampl ifying gyrB gene of Shigel la f lexner i 
14 

agaacaaaac gccgatccac cca 
3 


<;210>; 
<;211>; 
<;212>; 
<;213>; 
<;220>; 
<:223>; 
gel la sonne i 
<;400>; 15 

agaacaaaac gccgatccac ccg 


15 
23 
DNA 

Artificial Sequence 

Foward primer for ampl ifying gyrB gene of Shigel la boydi i and Shi 


23 


<;210>; 
<;211>; 
<;212>; 
<;213>; 
<;220>; 
<;223>; 
hi gel la sonne i 
<;400>; 16 

acaagaacaa aacgccgatc cat 


16 
23 
DNA 

Artificial Sequence 

Foward primer for amplifying gyrB gene of Shigel la f lexner i and S 


23 


<;210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 
<;400> 


17 
23 
DNA 

Artificial Sequence 

Foward primer for amplifying gyrB gene of Shigel la boyd i i 
17 


acaagaacaa aacgccgatc cac 


23 


<;210> 
<;211> 
<;212> 
<;213> 
<;220> 
<;223> 
a 

<;400>; 18 
ctggaaacca tcgttccact 


18 
20 
DNA 

Artificial Sequence 

Reverse primer for amplifying gyrB gene of Shigel la and Salmonel I 


20 


(19) 
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[0 0 7 5] 


[0 0 7 6] 


[0 0 7 7] 


<:210>; 19 
<;211>; 20 
<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 18 

<;223>: Forward primer for amplifying gyrB gene of Shi gel la and Salmonel I 
a 

<;400>; 19 

aaagcatttg ttgaatat 18 

<;210>; 20 

<;211>; 1171 

<;212>; DNA 

<;213>; Salmonel la paratyphi B 

<;400>; 20 

cgataactcc tataaagtct ccggcggtct gcacggcgtg ggcgtctcgg tagtcaacgc 60 

tctgtcgcaa aaactggaac tggttatcca gcgagatggc aaaattcacc gtcagatcta 120 

cgagcacggc gtgccgcagg cacccctggc cgtcactggc gataccgata aaaccggcac 180 

gatggtacgt ttctggccga gccacgaaac cttcactaac gtcactgaat ttgaatatga 240 

gatcctggcg aaacgcctgc gtgaactgtc attcctgaac tcaggcgtct ccatccgcct 300 

gcgcgacaag cgcgacggca aagaagatca tttccactac gaaggcggca tcaaggcgtt 360 

tgttgaatat ctcaacaaga ataaaacgcc gatccacccg aatatcttct acttctccac 420 

cgaaaaagac ggtatcggcg tcgaagtagc gctgcagtgg aacgatggtt tccaggaaaa 480 

catctactgc tttaccaaca acattccgca gcgcgacggc ggtactcacc tggcaggctt 540 

ccgtgcggcg atgacccgca cgctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agccaaagtc agcgccaccg gcgacgatgc ccgtgaaggt ctgattgcgg tggtttccgt 660 

aaaagtaccg gatccgaaat tctcctcaca gaccaaagat aagctggtct cttccgaggt 720 

gaaatcggcg gtagaacagc agatgaacga actgctgagc gaatacctgc tggaaaaccc 780 

atctgacgcg aaaattgtcg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagcggc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctc gatttagccg gtctgccggg 900 

caaactggcg gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc tggtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaaaggt aaaatcctta acgtcgagaa agcgcgcttc gacaagatgc tttcctccca 1080 

ggaagtggcg acgctgatca ccgcgctggg ctgcggtatc ggtcgcgacg agtacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat c 1171 

<;210>; 21 
<;211>; 1171 
<;212>; DNA 

<;213>; Escherichia coli 0157 
<;400>; 21 

cgataactcc tataaagtgt ccggcggtct gcacggcgtt ggtgtttcgg tagtaaacgc 60 
cctgtcgcaa aaactggagc tggttattca gcgcgagggt aaaattcacc gtcagatcta 120 
cgaacacggt gtaccgcagg caccgctggc ggttaccggc gagactgaaa aaaccggcac 180 
catggtgcgt ttctggccca gcctcgaaac cttcaccaat gtgaccgagt tcgaatatga 240 
aattctggcg aaacgtctgc gtgagttgtc gttcctcaac tccggcgttt ccattcgtct 300 
gcgcgacaag cgtgacggca aagaagacca cttccactat gaaggcggca tcaaagcgtt 360 
cgttgaatat ctgaacaaga acaaaacgcc gatccaccca aatatcttct acttctccac 420 
cgaaaaagac ggtatcggcg ttgaagtggc gctgcagtgg aacgatggct tccaggaaaa 480 


(20) 
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catctactgc tttaccaaca acattccgca gcgtgacggc ggtactcacc tggcaggctt 540 

ccgtgcggcg atgacccgta ccctgaatgc ctacatggac aaagaaggct acagcaaaaa 600 

agccaaagtc agcgccaccg gtgacgatgc gcgtgaaggc ctgattgcgg tcgtttccgt 660 

aaaagtgccg gacccgaaat tctcctccca gaccaaagac aaactggttt cttctgaggt 720 

gaaatcggcg gttgaacagc agatgaacga actgttggcg gaatacctgc tggaaaaccc 780 

aactgacgcg aaaatcgtgg ttggcaaaat tatcgatgct gcccgtgccc gtgaagcggc 840 

gcgtcgcgcg cgtgaaatga cccgccgtaa aggtgcgctc gacttagcgg gcctgccggg 900 

caaactggca gactgccagg aacgcgatcc ggcgctttcc gaactgtacc ttgtggaagg 960 

ggactccgcg ggcggctctg cgaagcaggg gcgtaaccgc aagaaccagg cgattctgcc 1020 

gctgaagggt aaaatcctca acgtcgagaa agcgcgcttc gataagatgc tctcttctca 1080 

ggaagtggcg acgcttatca ccgcgcttgg ttgtggtatc ggtcgtgacg agtacaaccc 1140 

ggacaaactg cgttatcaca gcatcatcat c 1171 

[O O 7 8] 

<;210>; 22 
<;211>; 1171 
<;212>; DNA 

<;213>; Yersinia enterocolit ica 
<;400>; 22 

cgataactcg tacaaagttt ccggtggttt gcacggcgta ggtgtatccg ttgttaacgc 60 

cctgtctgaa aaactggagc tggtgattcg ccgtgaaggt aaagttcacg agcagactta 120 

caagatgggt gtgccgcagg caccattgaa agtggtgggc gaaaccgatc aaaccgggac 180 

aaccgtgcgt ttctggccga gcttccagac gttcaccaat aataccgaat tccaatatga 240 

aatcctggca aaacgtctgc gtgagctatc gttcctgaac tctggggttt caatcaagct 300 

gaaagacaaa cgtaatgaca aagaagacca cttccattac gaaggcggta tcaaagcgtt 360 

tgttgagtat ctgaacaaaa acaaaaaccc gatccacccg aaagtgttct atttctccac 420 

cgtgaaagat gatatcggtg tggaagtggc attgcagtgg aacgatggtt tccaggaaaa 480 

tatttactgt ttcaccaaca acattccaca gcgcgatggg gggactcact tagtcgggtt 540 

ccgtacggcg atgactcgta ccctgaatag ctacatggat aaagaaggtt acagtaaaaa 600 

agcgaaaatc agtgcaaccg gtgatgatgc ccgtgaagga ttgattgctg tggtttccgt 660 

gaaagtgcca gaccctaaat tctcctcaca gaccaaagat aaactggttt cttctgaggt 720 

aaaaactgcg gtcgaaacgc tgatgaacga gaagctggtt gagtatttac tggaaaaccc 780 

aaccgacgcc aaaatcgtgg ttggcaaaat tattgacgca gcccgtgctc gtgaagctgc 840 

gcgtaaagcc cgtgaaatga cgcgccgtaa aggtgcgctg gatttggctg gcttaccagg 900 

caaactggct gactgtcagg aacgtgaccc agcattgtcc gaactctact tagtggaagg 960 

ggactcagcg ggcggctctg cgaaacaagg ccgtaaccgt aaaaatcagg ctattttgcc 1020 

gctgaaaggt aaaattctga acgtcgagaa agcgcgtttt gacaaaatgc tttcctcgca 1080 

ggaagtggca acactgatca ccgcgttggg ttgtggtatt ggacgggatg aatataaccc 1140 

ggacaaattg cgttatcaca atatcattat c 1171 

[O O 7 9] 

<;210>: 23 
<;211>; 1137 
<;212>; DNA 

<;213>; Yersinia ruckeri 
<;400>; 23 

ggcgggttgc atggcgtggg tgtgtcagtt gttaacgctc tgtctgaaaa actggagttg 60 

gtgattcgcc gtgaaggtaa agttcacgag cagacttaca aaatgggtgt gccgcaagca 120 

ccactaaaaa tggtgggtga aaccgatcag accgggacta cggtgcgttt ctggccgagc 180 

ttccagacct tcaccaataa caccgaattt caatacgaaa ttctggcgaa acgcttgcgt 240 

gagctgtcgt tcctgaactc cggggtttca atcaaactga aagacaaacg taacgacaaa 300 

gaagaccact tccattacga aggcggtatc aaagcgtttg ttgagtatct gaacaaaaac 360 


(21) 


2001-245677 


[0 0 8 O] 


[0 08 1 ] 


aaaaccccga tccatccgaa agtgttctat ttctctacta tgaaagatga catcggtgtg 420 

gaagtggcct tgcagtggaa tgatggtttc caagaaaata tttactgctt taccaacaac 480 

attccacagc gcgatggcgg tacccatttg gttggtttcc gtacggcgat gacgcgtacg 540 

ctgaacagct atatggataa agaaggctac agcaagaaag ccaagatcag tgccactggg 600 

gacgatgccc gtgaaggcct gattgccgtg gtatcggtta aagtgccgga tcctaaattc 660 

tcctcacaga ctaaagataa gctggtttct tccgaagtga aaaccgcggt tgaaacgctg 720 

atgaacgaga agttggtcga gtatttgctg gaaaacccaa gcgacgccaa aatcgtggtc 780 

ggcaagatta ttgatgcggc tcgcgctcgt gaagctgcac gcaaagcccg tgaaatgacg 840 

cgtcgtaaag gggcattgga tctcgccggt ctgcctggca agttggcgga ctgtcaggaa 900 

cgcgatccgg cattatctga actttaccta gtggaagggg actcggcggg cggatcggca 960 

aaacaaggcc gtaaccgtaa gaatcaggcg attctaccgc tgaaaggtaa gattctgaac 1020 

gttgagaaag cgcgttttga taagatgctg tcttcgcagg aagtggccac gctgattact 1080 

gcgctgggct gcggtattgg ccgggatgaa tataacccgg acaagttgcg ctatcac 1137 

<;210>; 24 
<;211>; 1171 
<;212>; DNA 

<:213>; Enterobacter cloacae 
<;400>; 24 

cgataactcc tataaagtct ccggcggcct gcacggcgta ggtgtttccg tggtaaacgc 60 

cctgtcgcag aaactggaac tggttatcca gcgcgaaggc aaaattcacc gccagatcta 120 

tcagcacggt gtgcctgaag cgccgctggc cgtgaccggc gataccgaaa aaaccggtac 180 

catggtgcgt ttctggccga gcctcgaaac cttcaccaac gtcaccgagt tcgagtacga 240 

catcctggca aaacgcctgc gtgaactgtc gttcctgaac tccggcgtct caattcgtct 300 

gcgtgacaaa cgcgacaaca aagaagacca cttccactat gaaggtggta tcaaagcgtt 360 

cgttgaatac ctgaacaaga acaaaacgcc aattcaccca aatatcttct atttctctac 420 

ggaaaaagac ggtatcggcg tggaagtggc tctgcagtgg aacgacggtt tccaggaaaa 480 

catctactgc ttcaccaaca acattccaca gcgtgacggt ggtacgcacc ttgcgggctt 540 

ccgtgcggcg atgacccgta ccctgaacgc ctacatggac aaagaaggct acagcaaaaa 600 

agcgaaagtc agcgccaccg gtgatgacgc ccgtgaaggc ctgattgctg ttgtctccgt 660 

gaaagtgccg gatccgaagt tctcctcaca gaccaaagac aagctggtct cctctgaggt 720 

gaaatcggcg gttgaacagc agatgaacga actgctgagc gactacctgc aggaaaaccc 780 

gaacgacgcg aaaatcgttg tcggtaaaat tatcgatgca gcgcgtgccc gtgaagcggc 840 

gcgtaaagcc cgtgaaatga cccgccgtaa aggcgcgctg gacttagcgg gtctgccggg 900 

caaactggct gactgccagg aacgcgaccc ggcgctgtcc gaactgtacc ttgtggaagg 960 

ggactccgcg ggcggttctg cgaagcaggg ccgtaaccgt aagaaccagg ccatcctgcc 1020 

gttgaaaggt aaaatcctca acgttgagaa agcgcgtttc gacaaaatgc tctcttctca 1080 

ggaagtggcg acgctgatca ccgcgctggg ctgcggcatt ggtcgtgacg aatacaaccc 1140 

ggacaagctg cgctatcaca gcatcatcat t 1171 

<;210>; 25 
<;211>; 1171 
<;212>; DNA 

<;213>; Enterobacter aerogenes 
<;400>; 25 

tgataactcc tataaagtgt ccggcggtct gcacggcgta ggcgtctcgg tggttaacgc 60 

cctgtcgcag aagctggagc tggttatcca acgcgataac aaagttcaca aacaaattta 120 

tgagcacggt gtgccgcagg caccgctggc ggtaaccggt gaaaccgaaa gcaccggtac 180 

catggtgcgt ttctggccaa gcctggaaac ctttaccaac gtcactgaat tcgaatacga 240 

aatcctggcg aaacgtctgc gcgagctgtc gttcctcaac tccggggtct ctatccgcct 300 
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gcgcgataag cgcgacggca aagaagacca tttccactac gaaggcggca tcaaggcgtt 360 

tgttgagtat ctcaacaaga acaaaacgcc gatccacccg aatatcttct atttctccac 420 

cgaaaaagac ggtatcggcg ttgaagtggc gctgcagtgg aacgatggtt tccaggaaaa 480 

catctactgc tttaccaaca acattccgca gcgcgacggc ggtactcacc tggcgggctt 540 

ccgcgcggcg atgacccgta ccctgaacgc ctacatggat aaagaaggct acagcaaaaa 600 

ggcgaaagtc agcgctaccg gcgacgatgc gcgtgaaggc ctgattgccg tggtttccgt 660 

aaaggtgccg gatccgaagt tctcctctca gactaaagac aagctggtct cctccgaggt 720 

gaaatcggcg gttgaacagc agatgaacga actgctgagc gaatacctgc tggaaaaccc 780 

gtccgatgcg aaaatcgtgg tcggcaaaat tatcgacgcc gcgcgtgcgc gtgaagccgc 840 

gcgtcgcgcc cgtgaaatga cccgtcgtaa aggcgcgctt gacctggcag gcctgccggg 900 

caaactggcg gattgccagg aacgcgaccc ggcgctgtct gaactgtacc tcgtggaagg 960 

ggactccgcg ggcggctctg cgaaacaggg ccgtaaccgt aagaaccagg ctatcctgcc 1020 

gctgaagggt aaaatcctta acgttgagaa agcccgcttc gataaaatgc tctcttctca 1080 

ggaagtagcc acgcttatca ccgcgctggg ctgcggcatc ggccgcgatg agtacaaccc 1140 

ggataaactg cgttatcaca gcatcatcat c 1171 

[0 0 8 2] 

<;210>; 26 
<;211>; 660 
<;212>; DNA 

<;213>; Vibrio afginolyt icus 
<;400>; 26 

gataactcat acaaagtatc gggtggtctt cacggggtag gtgtttcagt agtaaacgca 60 

ctatcagaga aagttgagct aacgattcat cgtggtggcc atatccatac gcaaacctac 120 

cgccatggtg agcctcaagc gccactagcc gttgtgggtg atacggataa aaccggtaca 180 

caaattcgtt tctggccaag tgccgagacg ttctctaaca ctgagttcca ctatgacatt 240 

ctggcgaaac gcctgcgtga actgtcattc ctgaactctg gtgtgtcgat caaattggtt 300 

gatgaacgtg aagcggacaa acatgatcac ttcatgtatg aaggtggtat tcaagcgttc 360 

gttgatcacc taaacaccaa caaaacgcca atcatcgaaa aaatcttcca ctttaactct 420 

gagcgtgaag acggcatttc agttgaagtg gcgatgcaat ggaacgatgg tttccaagag 480 

aacatcttct gctttaccaa caatatccca cagcgtgatg gtggtactca ccttgctggt 540 

ttccgtgctg cgctaacacg tacattgaac agctttatgg ataaagaagg tttctcgaag 600 

aaagcgaaaa cagcgacttc aggcgacgat gcgcgtgaag gtctaactgc ggttgtttcg 660 

[0 0 8 3] 

<;210>; 27 
<;211>; 1401 
<;212>; DNA 

<;213>: Vibrio campbellii 
<;400>; 27 

acggacgacg gcactggtct tcaccacatg gtcttcgagg tggtggataa ctcaattgat 60 

gaagcgttgg caggtcactg taaagacatc gttgtgacaa ttcatgagga caactcggtt 120 

tcagttacgg atgatggacg tggcattcca acagaaatgc acccagaaga aaacgtatct 180 

gctgcagaag ttatcatgac ggtacttcac gctggtggta agttcgatga taattcatac 240 

aaagtatcag gcggtctaca cggcgtaggt gtttcagtag taaacgcact gtctgagaaa 300 

gtggttctga ctatccaccg cggcggtcat atccatacgc aaacttacca tcatggtgag 360 

cctcaagcgc cactagcagt aattggtgat actgaaaaaa cgggtacaca aatccgtttc 420 

tggccaagtg cagaaacatt ctcgaacaca gaatttcact acgacatcct agcgaagcgt 480 

ctacgtgaac tttccttcct gaactctggt gtttcaatca aactggttga tgagcgcgaa 540 

gcagacaaga gcgaccactt catgtttgaa ggtggtatcc aagcgttcgt tgagcaccta 600 

aacactaaca aaacaccaat catcgagaaa atcttccact tcgactttga gcgcgaagat 660 

ggcatctcgg tagaagttgc gatgcagtgg aatgacggtt tccaagagaa catctactgt 720 
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tttactaaca acatcccaca acgtgacggt ggtactcacc ttgccggttt ccgtgcggcg 780 
ctaacgcgta cactgaactc tttcatggac aaagaaggct tctctaagaa agcgaaaaca 840 
gcaacgtctg gtgatgacgc gcgtgaaggt ctaactgcgg ttgtttcagt taaagtgcca 900 
gatccgaagt tctctagcca aacgaaagac aaactggttt cttctgaagt gaagtcagcg 960 
gttgaatcag caatgggtga gaaactgtct gagttcctga ttgagaaccc gacagaagcg 1020 
aagatggttt gttcgaaaat catcgacgca gctcgtgctc gtgaagctgc gcgtaaagct 1080 
cgtgaaatga ctcgtcgtaa aggcgctcta gacctagcag gtctaccagg caaacttgca 1140 
gactgtcagg aaaaagatcc tgcactctct gaactgtaca tagtggaggg tgattcggca 1200 
ggcggctccg caaaacaagg ccgtaaccgt aagaaccaag caatcctacc gctaaaaggt 1260 
aagattctta acgtagaaaa agcgcgattc gacaagatgc tttcttctca agaggtagca 1320 
acgctgatta ctgcactagg ttgtggtatc ggtcgtgacg agtacaaccc ggacaaactg 1380 
cgttaccaca acatcatcat c 1401 

[O O 8 4] 

<;210>; 28 
<;211>; 1401 
<:212>; DNA 

<;213>; Vibrio diazotrophicus 
<:400>; 28 
actgatgatg gcaccggtct 
gaagcgttag caggtcactg 
tcggttagcg atgacggccg 
gcggcagaag ttatcatgac 
aaagtatcag gtggtctgca 
gtgcttctga ctatttaccg 
cctcaagcgc cactaagcgt 
tggccaagtg ctgacacctt 
ctacgtgagc tttcattcct 
gaagataaac aagaccactt 
aaccgcaaca aaactccgat 
ggtattagcg ttgaagtagc 
tttaccaaca acatcccaca 
ttaactcgta cgttaaacac 
cgaacatctg gtgacgatgc 
gatccaaaat tctcaagcca 
gttgaatctg caatgggcga 
aaaatggtgt gtagcaaaat 
cgtgagatga ctcgtcgtaa 
gactgtcagg aaaaagatcc 
ggcggttcag ctaagcaggg 
aagattctaa acgttgaaaa 
acactgatta ctgcattagg 
cgctaccaca acatcatcat 

[0 0 8 5] 

<;210>; 29 
<;211>; 1389 
<;212>; DNA 
<;213>; Vibrio gazogenes 
<;400>; 29 

ggtacgggtc tgcaccacat ggtctttgag gtggtagata actcaattga tgaagcgtta 60 
gcgggttact gtaaagatat catcgtgacg attcacgaag ataactccgt ctcagtcagt 120 


acaccacatg gtttttgagg tggtggataa ctcaatagat 60 

taaagacatc atcgttacta ttcacgaaga taactcagta 120 

tggtatccca actgaactgc acgaagaaga aaatgtttct 180 

agtactgcac gctggtggta agttcgatga taactcttac 240 

tggcgtaggt gtgtcagtgg ttaacgcact atcagaaaaa 300 

cggtggtcac atccatactc aaacctatcg ccatggtgtg 360 

tgttggtgat actgaaaaaa caggtacaac ggttcgtttc 420 

taccaatatc gaattccatt acgatattct tgctaaacgt 480 

aaactcaggc gtatcaatca aactgattga tgagcgtgaa 540 

tatgtatgaa ggtggtatcc aagcgtttgt tactcacctt 600 

tcatgagaaa gtgttccact ttaactcaga acgtgaagac 660 

gatgcagtgg aacgacggtt tccaagaagg tatttactgc 720 

gcgtgatggt ggtactcact tagccggttt ccgtgcagcg 780 

ctacatggat aaagaaggct acagcaagaa agccaaacag 840 

gcgtgaaggt ttgactgcag ttgtctcggt taaagttccg 900 

aaccaaagac aaactggttt cttctgaagt gaaatctgca 960 

gaaacttaac gagttcctag ctgagcatcc ttctgaagca 1020 

tatcgatgcg gcacgtgcac gtgaagcagc gcgtaaagct 1080 

aggcgcgttg gaccttgctg gtcttccagg taaacttgct 1140 

tgcactgtct gaactgtaca tagtggaggg tgactctgct 1200 

acgtaaccga aagaaccaag caattcttcc gctgaaaggt 1260 

agcacgtttt gataaaatgc tttcttctca ggaagtggca 1320 

ttgtggtatc ggtcgcgatg aatacaaccc agataaactg 1380 

c 1401 
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[0 0 8 8] 


gatgacggtc 
gttatcatga 
ggtggtttgc 
acaatttatc 
ccattggctt 
agtgaaacct 
ttgtctttcc 
gatcacttca 
acaccgatcc 
gaagtcgcaa 
attcctcagc 
ctgaacacgt 
gatgatgccc 
tccagccaaa 
atgggtgaaa 
tcgaaaatta 
cgtcgtaaag 
aaagacccag 
aaacaaggcc 
gttgaaaaag 
gcgttaggtt 
atcatcatc 


gtggtattcc 
cagtgctgca 
atggtgtggg 
gtagtggcca 
ccgtaggaga 
ttaccaatat 
ttaactccgg 
ggtatgaagg 
atgaccgtgt 
tgcagtggaa 
gtgatggcgg 
tcatggacaa 
gtgaagggtt 
ctaaagacaa 
aattatcaga 
ttgatgcagc 
gcgcgttgga 
ccctttctga 
gaaaccggaa 
cccgctttga 
gcggcattgg 


gactgagctt 
cgcaggcggg 
tatctcggtc 
catttatact 
taccgaaaag 
tgaattccat 
tgtttcaatc 
cggtattcag 
cttccacttt 
tgacagtttt 
gacgcacatg 
agaaggcttc 
gacggctgtt 
actggtttct 
gtttctgatt 
gcgtgctcgt 
tctcgcgggt 
actatatatt 
aaatcaggct 
caaaatgcta 
ccgtgacgaa 


cacgaggaag 
aaatttgacg 
gtgaacgctt 
cagacttatc 
tccggaaccc 
tatgaaattc 
aaactcattg 
gaattcgtat 
aatcaggagc 
caggaaagta 
gctggtttcc 
agcaaaaaag 
atctcagtga 
tcagaagtga 
gagaacccga 
gaagcggctc 
ctgccgggca 
gtggagggtg 
attttgccgc 
tcgtctcagg 
tataacccgg 


aaaatgtgtc 
ataactcgta 
tgtctgaaaa 
atcacggtgt 
tggtccggtt 
ttgccaaacg 
atgaacgtga 
cgcacctgaa 
gggaagatgg 
ttttctgctt 
gggcggcatt 
agaaaacatc 
aagtgccgga 
aatctgcggt 
atgaagccaa 
gtaaagcgcg 
aactggccga 
actcggctgg 
tgaaaggtaa 
aagtagcaac 
acaaactgcg 


tgcggcagaa 
caaagtttcc 
ggttgccctg 
gccacagtca 
ctggccgagt 
cctgcgtgag 
tagcaaacag 
ccgcaataaa 
cattacggtt 
taccaataac 
gactcggacg 
gacatccggt 
tcctaaattc 
tgaaaccgcg 
aattgtttgt 
cgagatgaca 
ctgtcaggaa 
tggctctgcc 
gatccttaac 
attgattacc 
ctatcacaat 


180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1389 


30 
15 
DNA 

Artificial Sequence 


<;210> 
<:211> 
<;212> 
<;213> 
<;220> 

<;223>; DNA probe for detecting Shigella flexneri, Shigella sonnei, Shige 
I la boydii.E col i 0157, Enterobacter cloacae and Enterobacter aerogenes 
<;400>; 30 

caagaacaaa acgcc 15 


<;210> 
<;211> 
<;212> 
<;213> 
<:220> 
<;223> 
<;400> 


31 
15 
DNA 

Artificial Sequence 

DNA probe for detecting Shigella flexneri 
31 


attggcgttg aagtg 


15 


<;210>; 
<;211>; 
<;212>; 
<;213>; 
<;220>; 
<;223>; 
<;400>; 


32 
15 
DNA 

Art if ic ial 


Sequence 


DNA probe for detecting Shigella boydii and Salmonella paratyphiA 
32 


cgatccatcc gaata 


15 
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200 1- 


2 4 5 6 7 7 


[0 0 8 9] 


[0 0 9 0] 


[009 1 ] 


[0 0 9 2] 


[0 0 9 3] 


<;210>; 33 

<:211>; 17 

<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; DNA probe for detecting Shigella sonnei and Salmonella paratyphiA 

<;400>; 33 

ttctccactg aaaaaga 37 

<;210>: 34 
<;211>; 17 
<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<:223>; DNA probe for detecting Salmonella typhi, Salmonella paratyphiA, 
Salmonella paratyphi B, Salmonella enter itid is. Salmonella Chester, Sal mo 
nella oranienburg and Salmonella typhimurium 
<;400>; 34 

aacaagaata aaacgcc 17 

<;210>; 35 

<;211>; 13 

<;212>; DNA 

<;213>; Artificial Sequence 
<;220>; 

<;223>; DNA probe for detecting Salmonella paratyphiB and Salmonella ente 
r itidis 

<;400>; 35 

cggcgtcgaa gta 13 

<;210>; 36 
<;211>; 13 
<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; DNA probe for detecting Salmonella typhi, Salmonella Chester, Sal 
monella oranienburg and Salmonella typhimurium 
<;400>; 36 

cggcgtggaa gta 13 

<;210>; 37 
<;211>; 19 
<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; DNA probe for detecting Salmonella typhi, Salmonella paratyphiA. 
Salmonella paratyphiB and Salmonella oranienburg 

<;400>; 37 

tgaatatctc aacaagaat 19 



200 1 - 


2 4 5 6 7 7 


[0 0 9 4] 


<;210>; 38 

<;211>; 17 

<;212>; ONA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; ONA probe for detecting Salmonella typhi. Salmonella typhimurium 
and Sa Imone I la aerogenes 
<:400>; 38 

atcttctatt tctccac 17 


<;210>; 39 

<;211>; 13 

<;212>; DNA 

<;213>; Artificial Sequence 

<;220>; 

<;223>; DNA probe for detecting Salmonella typhi, Salmonella paratyphi B, 
Salmonella enter itidis, Salmonella Chester. Salmonella oranienburg. Sal 
monella typhimurium. Escherichia coli 0157 and Enterobacter aerogenes 
<;400>; 39 

acggtatcgg cgt 13 


[0 0 9 5] 


[16] mSCDffiZT'fo&o 
[17] |60)Stt^§o 
[18] 17 CDffiZVfo&o 
[19] l8(D^^T*fe>5>o 
[1 1 0] 09^t'^c 



[12] 11 (DWt^X'fo&o 

[13] I30i^r^§, 

[14] yy7l3l, *W*7i7i, 

7. x>^a/<^^-S2ftsr/e 

[15] !4<7>$!£-T:fc£>o 


[H i ] ii oomz-Q&Zo 

[11 2] Hite^j4(DDN A^^^*ffll\/=tt*a)«» 
[113] «J6«40)DNA^^^*fflL^=ttai(D«IR 


(27) 


2001-245677 


[01] 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhimurium 
Salmonella ehoster 
Salmonella enteritidis 
Salmonella orcnicnburg 


Shigella flexneri 
Shigella boydit 
Shigella sonnei 
Salnanella typhi 
Salmonella parathyphiA 
Salmonella typhimurium 
Salitonella Chester 
Salmonella enteritidis 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salfienella pcrathyphiA 
Salnonella typhi murium 
Salmonella chaster 
Salnonella enteritidis 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhinurium 
Salmonella Chester 
Salmonella enteritidis 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhimUrium 
Salmonella Chester 
Salmonella enteritidis 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhinurium 
Salmonella Chester 
Salmonella enteritidis 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salnonella typhi 
Salmonella parathyphiA 
Salmonella typhinurium 
Salmonella Chester 
Salmonella enteritidis 


1 GA7AAC7CC7A7AAAGTGTCCGCCGG7C7GCACGGCG776GTG777CGG7AG7AAACGCC 

i ;;;; 

1 C T G..G. .C..C . . . .Q. . . . '.T 

* C T G..C..C T T 

1 C C..C..C C T 

1 C G..C..C C T 

1 C..T..T C..C..C C T 

1 C T G. . C - .C c T 

«».**»***** ***** 


60 
60 
©0 
60 
60 
60 
60 
60 
60 


61 CTGTCGCAAAAACTGGAGCTGGTTATTCACCGCeAGGCTAAAATTCACCCTCAGATCTAC 120 

;j c i2o 

61 C izo 

«1 • C A..T-.C 120 

61 A C A..7..C 120 

«1 A ..C A..7..C 120 

81 A C A..7..C 120 

61 A C.....A..T..C 120 

61 A C A..T..C 120 

••**•*****•****♦*, *************** ****************** ***** 

121 GAACACGGTGTACCGCAGCCTCCCCTGGCGGTTACCCGCCACACTGAAAAAACC€CCACC 180 

121 180 

121 A...T ISO 

121 - . G C..G A..C C..C..T T..C..T G 180 

121 . . G C..C A..C CC..T. 7..C..7 G 180 

121 ..G C..G A..C C..C..T.....T..C..T G 160 

121 ..C.....C..G A..C C..C. .T T..C. .7 Q 100 

121 ..G.....C..G A..C C..C..T 7..C..7 G 160 

121 ..G C. .G A. .C C..C..T T..C..7 7..G 180 

lfll A7G(rrGCGT77C7GGCCfJlGCC7CWAACC77CACCAATGTGACCGAG77CGAA7A7CAA 240 

J«J - 240 

ia* 240 

1S1 A G A 7..C. .C..7- .A. .7 G Z40 

181 A G A C..C..T. .A..7 G 240 

181 A G A C. .C..7. .A..7 G 240 

181 A G A C..C..T..A..7 G 240 

181 A G A 7..C..C..7..A..T.. G 240 

181 A G A C..C..T..A..7 G 240 

*********** www +mm+m*++ «• *«_•#**+*** ******** 

241 AT7C7GGCGAAACGTCTGCGTGAGT7G7CGTTCC7CAACTCCGGCG777CCAT7CC7C7G 300 

241 . 300 

241 300 

241 ..C C AC A G A C..C... 300 

241 ..C C AC A C 7 C..C... 300 

241 ..C C AC A G A C C..C... 300 

241 ..C C AC A C A C C..C... 300 

241 ..C C AC A G 7 C..C... 300 

241 ..C C AC A, G A .C.-T..C..C... 30B 

• * .**••*♦***+•_#**♦***• t ************** ***** ^** ,** a ••_«** 

301 CGCGACAAGCGTCACGGCAAAGAAGACCAC77CCAC7A7GAACGCGGCA7CAAAGCGT7C 360 

3®1 G 360 

301 C , C 360 

301 ,C,,7 7. .7 C Q 7 360 

331 C. 7. .7 C G..A..7 360 

301 C..7 7.-7 C G 7 360 

301 C..7 7. .7 C C T 360 

301 C..T 7. .7 C G 7 360 

301 ......... ..C-.T 7.. 7 C G 7 360 

361 G77GAA7A7C7GAACA , AGAACAAAACGCCGATCCACCCAAAWCT7C7AC77CTCCACC 420 

361 : , 7..G .... 4Z0 

361 G ;_7 420 

361 C 7 G 7 420 

351 C T 7..G 7 4Z0 

361 7 G 7 420 

361 7 G , 4Z0 

361 7 G 420 
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Salflronella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salisonalla typhi * 
Salmonella pajrathyphiA 
Salmonella typhiraur iert 
Salmonella Chester 
Salmonella enteritidic 
Salrconella oranlenburc 


Shigella flexneri 
Shigella boydti 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhlmuriuni 
Salmonella ch»ster 
Salmonella enterltldls 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhimurium 
Salmonella Chester 
Salmonella enteritidis 
Salmonella aronlenburg 


Shigella 

Shigella 

Shigella 

Salnonell 

Salmonell 

Sal nan ell 

Salmonell 

Salmpnell 

Salmonell 


flexneri 

boydii 

sonnii 

a typhi 

parathyphiA 
typhi murium 
chaster 
enterltldls 
oranienburg 


Shi gella 
Shigella 
Shigella 
Salmonall 
Salnonell 
Salmonell 
Salmonell 
SaLtnonoll 
Salmonell 


flexneri 
boydii 
sonnei 
a typhi 
a parathyphiA 
a typhinuriun 
a Chester 
a enteritidid 
a oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typh\ 
Salmonella parathyphiA 
Salmcnello typrunurlun 
Salmonella Chester 
Salmonella enterltldls 
Salmonella oranienburg 


Shigella flexneri 
Shigella boydii 
Shigella sonnei 
Salmonella typhi 
Salmonella parathyphiA 
Salmonella typhimurluri 
Salmonella Chester 
Salmonella enteritidis 
Solmonella oranienburg 


C T G... . 

«l G AAAjAAGACGGTAjrTGGCGT7GMGTGGCGC7CCAG7CC^ 4fift 

42i ::::::: £ 1 480 

«i ::::::::::::::c:::a:c:::;; a ::;;;;::;;;;;;;:;;;;^;;;; :;:;:;;: j** 

JjJ J J ; T T 480 

C C A T 4S6 

461 ATCTACTCCT7TACCAACAACATTCCGCA€CCTCACCGCCGTACTCACCTGCCAGGCTTC 540 

ill S40 

HI c 5W 

TOlL C 5 AA 

541 CC7GCGGCGATGACCCGTACCCTGAATGCC.TACATC GACAAAGAACCCTACACCAAAAAA 606 

\Vl ™ 

fJJ C -J J 69<3 

;:r 5 S goo 

lit C "<* C 600 

lz: 5 600 

••••••••••-•••-••t..G.....C. ...... ...... 660 

»*•*****+*•»»•*****»**** .•**•♦♦♦♦♦♦*♦*♦«.*♦..•.♦*♦; iiiii;;;;; 

601 CCCAAA€7CAGCCCCACCCGTGACCATGCGCGTGAAGGCCTGATTGCGGTCGTTTCCGTA 660 

001 » C C T G 660 

* ...C..T C T G 660 

SI T C r I G 660 

0,0 A ....C C T 6 C 660 

661 AAAGTGCCGGACCCGAAATTCTCCTCCCAGACCtAACACAAACrCGTTTCTTCTCAGCTC 720 

} I * T..G C C 720 

Hi A T ' C C C 720. 

f!J : A 7 . .G C C 720 

fSi 6 G C C 720 

e& l *«G G 7..G C C. 72» 

721 AAATCCCCCGTTGAACAGCAGATGAACGAACTGCTGGCGGAATACCTGCTCGAAAACCCA 7B0 

721 * • - • ■ A 7R» 

l\\ * : * ::: III 

11} J AGC 780 

l\\ * AGC 760 

l\\ £ r A" 769 

\\\ G AGC T 780 

fc:L A T AGC 7ftft 

?81 ACTGATGCGAAAATCGTGGTTGGCA1AATTATCGATGCTGCCCCTCCCCCTGAAGCGGCG 840 

? 7 \\ 840 

Fi5f::::c::::::::T::S::J:::::::::::::: ;:::: SJS 

t....c... c.c .c..c.g.::::g::::::;::::: til 

7 « T....C T..C..C 7..... C..G C 840 

HI 7., C.C C..C..G G 840 

7S1 T....C 7. -C.C C..C..G 6 C 840 
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*****»**.**.••.♦♦***. ******** ***** **•***««+** 

Shigella bo^di? ri 841 CCTCCCCCCCCTGAAATCACCCCCCCTAAA GGTGCGCTCGACTTAGCTGGCCTCCC6GGC 980 

shtg«iia Eonn*i *4i I !."*" I III'.'. I I Ill '. c ttt 

Salmonella typhi 841 C T "!!c!!"c * T C T 900 

Salmonella parathyphiA 841 C T C G T ("t gM 

Salmonella typhimuriuro 841 C T c* T c"t oaa 

Salmonella Chester 841 c j C T C*'t 900 

Salmonella enteritidis 841 ca .t Ill C ! "c! !t" "* C j 

Salmonella oranienburg 841 G C T Z. . I I, , . .ll . ! ! !c! ll 900 

******* ******•*«*»,+ #*****ii «ii*i]*i .iiiiiii iiiiiiiii 

Shigella flexneri 901 AAACTGCCACACTGCCAGGAACGCCATCCGCCGCTTTCCGAACTGTACCTGGTGCAAGGG 968 

Shigella boydii 981 . 96 « 

Shigella eonnei 901 

Salmonella typhi 9C1 C..T..T C hi ll l . . .ll[\lllll\llllll I 966 

Salmonella parathyphiA 901 C ,.c C... 1 1 I' 968 

Salmonella typhlnurlum 981 G....VT C G ..'. I llllllllll ll 968 

Salmonella cheater 981 Q c G. l l . I I'.llY.ll I lllllV.l 1 1 988 

Salmonella enteritidis 901 G C. .III'.'. IqI lllll'.llWll I lllllllll I gee 

Salmonella oranienburg, 981 G C G ..ll'.'.\. 969 

Shigella flexneri 961 CACTCCGCCGGCGGCTCTGCGAAGCA GCCGCCTAACCGCAAGAACCAGGCGATTCTGCCG 1026 

Shigella boydii 961 102 0 

Shigella sonnet 961 a 1026 

Salmonella typhi 961 1820 

Salmonella parathyphiA 961 1020 

Salmonella typhlraurtum 961 [ . " . " [ [ " " " ' * ] [ ' ' ] j * * * * * ' ] 1C2 0 

Salmonella chestar 961 , ] ....I. .'. 1026 

Salmonella enteritidis 961 . . . . '. .1. . . '. I . '. I . . 1020 

Salmonella oranienburg 961 I!. I... I! I ll I ll I llllll ] 1020 

Shigella flexneri 10Z1 CTGAAGGGTAAAATCCTTAACGTCGAGAAAGCGCGCTTCGATAAGATGCTCTCTTCTCAG 1086 

Shigella boydii 1021 c T.V 1080 

Shigella sonnet 1021 c T [] 108O 

Salmonella typhi 1021 A C T..C..C... 10B0 

Salmonella parathyphiA 1021 A C C .... ..€....!. 1080 

Salmonella typhimurium 1021 A c T..c!!c*!' 1080 

Salmonella chaster 1021 C.. ..\ 1086 

Salmonella enteritidis 1021 . ,,..A C C .Ic/.ll.. 1080 

Salmonella oranienburg 1021 C .C ....III... Ic 1 1 ll. ', 1080 

»•*,»•«,»****•„ ***** ••*****«******,,*, ,«v;;;*; 

Shigella flexneri 1081 GAAGTGGCCACGCTTATCACCGCGCTTGGCTGTGGTATCGGTCGTGACGAGTA CAACCCG 1146 

Shigella boydii 1081 m - 11M 

Shigella sonnet 1081 ... . l l l l . l l l l l l . '. 1146 

Salmonella typhi 1081 G . . . . Q.....C C !!!!!!! 1140 

Salmonella parathyphiA 1081 C..T G C C ll .... ...III. . I 1140 

Salmonella typhiratirtun 1081 G G. C C l.l... 1140 

Salmonella Chester 1081 G..T C...„ 1140 

Salmonella enteritidis 1081 g G C ...Ill il I llll. llllll'. I 1140 

Salmonella oranienburg 1081 T..C A..C.....C C 1140 

Shigella flexneri 1141 GACAAACTGCGTTATCACAGCATCATCATCATG 1173 

Shigella boydii 1141 1173 

Shigella sannei 1141 1173 

Salmonella typhi 1141 G C ll... 1173 

Salmonella parathyphiA 1141 G c 1173 

Salmonella typhimuriun 1141 G C 1173 

Salmonella cheater 1141 G C 1173 

Salmonella enteritidis 1141 G C 1173 

Salmonella oranienburg 1141 c T 1173 
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S.f leaner i 

s.eonnei 

s.boydii 

E .typhi 

S . paratbyphlA 

CparmibyphiB 

S.enteritldia 

S. cheater 

S . oranleaburg 

S.typhinnriun 

B.ooll 01S7 

S .ent*rocolitioa 

y . znckeri 

B.cloacae#Fl 

B.oerogene* 

V . alginolytlcns 

V.oampbellii 

V.ditsuotrophicuB 


ACGGAaSACWCACTCGTCTTCACCACATGGT^^ €0 
ACTCATGATGGCACCWTCTACACCACAIGCTT^^ 6 1 
OOT^GO<3TCT<3CA£CACA7GGTCTTTGAGGTGGlSSATAACTCAATrsVT 


B.flexneri 

B.ficaooi 

S.boydii 

s. typhi 

S.paratbypblA 

S.parathypbiB 

s.enterltidl$ 

a. Chester 

S.oranlenburg 

S. typhi rcurlmn 

E.coli 0157 

Y.enterocolitica 

T.raqlceri 

B. cloacae 

E. aerogen.es 

V. alginolyti cus 

v.campbellii 

v. diazotropbicus 

v. gazogenes 


61 GAAGC GTTGGCAGG rCACTtPFAA AG ACATC G TTGTGAC AATTC ATGAO 3ACAACTC CGTT 
€1 OAAOC6TTA<WA<MECACTGTAAAGAC»TCATa3TTACTATTCACGi\A^TAACTCA0 l TA 
52 CAAC C G TT ACCGGG FTAC TGT AAAG ATATC ATOGT GAC GATTC AC 0AA3ATAACT CCGTC 


1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 
1 

120 
120 
111 


s.Xlexneri 
3. Boanoi 

s.boydii 

s. typhi 

S.paratbyphiA 

S.parathypbiB 

S. enter itidie 

s. cheater 

s.oranlenburg 

B . byphirauritm 

E.coli 0157 

J . enterocolitica 

Y.ructeri 

E.oLoacaa 

E . nero genes 

V. alglnolyticua 

V. carapbollii 

V. diasctrophiens 

V. gazogenes 


TCAGrTACQaM , 8A7GGACOT8GCATTCCAACAGAAAT6CACCCA0AAGAAAACGCAl l CT 180 
TCG GVTAGCGAffS AC GQCC GTGGTATC C C AACTGAACTGCAC □ A& G AAOAAAATG TT T CT 100 
TCKGTCAGTGATCACGGTC CTGC^ATTCC GACTGAGCTTCACG AGGAAG AAAA7GT0rC t 1 171 
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e.flexnsri 

8. sonne i 

fl.boydii 

S- typhi 

S.parathyphiA 

s.parathyphiB 

fi.enterltidiB 

s. Chester 

S.oranienlmrg 

S.typhinmrinn 

E.coll 0157 

T.enterocolitica 

Y.rnokori 

E.cloacao 

E.aerogenes 

V. el gicolyticuo 

v.caapbellii 

V.diazotrophicae 

v. gazogenes 


- -CGATAACTCCTA? 


GOTGC AGAAG rTATCAI* GAC GG»AC 9TCACSC TCGT Q GTAAOTT CO AT T. .A. .C 

Caca^AGAAGT^ATCATOXCAaTACTCCACCCTCCTSCTAAOTrCCAT . . . T. ,C 

QCGGC AGAAOTT ATCAT GACAGT OCTG CAC8CAGGC G GGAAATT A O . . C 


S.flemori 
S.eonnei 

14 
14 

AAAGTGTCCGGCGOTX^GCACGGCGTTCGTOTFTC 

S.boydii 

14 










fl. typhi 

14 










fi . parathyphiA 

14 










S . paxathyph iB 

14 










S. enter Itldla 

14 










S. cheater 

14 










S . or&nionburg 

14 










8 . typhinur iura 

14 










E.coli 0157 

Y . enterocolitic a 

14 










14 










Y.ruckori 

1 










E. cloacae 

14 










E.aerogenes 

14 










v. alginolyticue 
V.oampbellii 
V. di a so trophic us 
v. gazogenes 

13 










241 










241 










232 










73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
51 
73 
73 
72 
300 
300 
291 


S . t leat ner i 

e.aonnei 
S.boydii 
fi. typhi 

parathyphiA 
S . para thypbiB 
s.enteritidia 
S.cbest«r#Pl 
S. oraiiientmrg 
S . typhimoriun 
B.coll 0157 
Y. entorocolitica 
Y« ruckeri 
B. cloacae 
B. aero gone b 
V. alginolyticua 
v.carapballll 
V. diazotrophicas 
V. gazogenes 


74 CTGOAGC^GG^ATTCAaCGCGATCGTAAAAiTTCACCCTCAGATC'EACQAACAOGOTGTA 1*3 

™ C 153 

74 C 


74 
74 
74 
74 
74 
74 


.A. 
.A. 
.A. 

• A. 
.A. 

• A. 


74 

74 

74 .C 

52 T G 

74 

74 

73 G.F AAC0 

301 G. . . TT- . .AC. 

301 G. . CTT- . .AC. 

292 G.T.CC. . .AC A 


.A..T..C 
.A..F..C. 
.A..*..C. 
.A. .T. . C « 
.A..V..C. 
.A..T..C. 
.A..T..C. 


, . .GC. . T. .A Q OAO • • • . CT . . . A. GATG G 

...OCT. -A G GAG CT...A. -ATC. . . , .G 

C A..C C.T* ..ACG C. .G 

C.A TAAC . . . G AAA* .A..T..T..G G 

. T. .«P.Gf . .CC .7. -C. . TACO. .A.C . • . CGC . .T. , . . AG 

C .C. . . .GC. . . C .T. . C . ,«?ACG. . A. CT, , . C. 7 . .T AG 

.T.C. . . ,GT. . .C .CC. .TAC, . . A,C . . . TCGC . .T G 

.T.T. . TAGT. .CC .C.. »* .TAC CT. .TC.T .0 


133 
133 
133 
133 
133 
133 
133 
133 
133 
133 
111 
133 
133 
132 
360 
360 
351 
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S.lloxneri 

5 . sonnei 
B.bcydii 

6. typhi 
s.paxathypbiA 
S.parathypbiB 
e.enteritidis 
S .cheater 

s.oxanlenburg 

3 . typhi murl trm 

S.ooli 0137 

t . en teroeo 1 i t le a 

i . ruoker i 

S< cloacae 

Z.aerogenea 

V . alginoly t icus 

V.canpbellii 

v . d 1 ezot rophlcua 

v. gazogene* 


134 CCCCACCCTCCCCTqaCGOTTaCCGGCC&gaU^GAiUUM^COTOCAC^ 


134 
134 
134 
134 
134 
134 
134 
134 
134 
134 
134 
112 
134 
134 
133 
361 
361 
352 


.A. .C. 


.A* 
.A. 


A. 

A. 

A. 

• » . .A. .A. 

A. • ... 

A*. ... 

.A. < 

.T. .A..G..A.. 
.5?. .A. .G. .A. . 
.A...T.A..AT. 


.C. .CP. 


»T. .C. 


■ AAA* .ass a A. .C . .TC 

AAAAA.OCTG. . T • .A. . C. .TC.G 

.. -C T A. .C. .C 

A T . .A. .C. . ,.GC. . . . 

A. .c. .ara . .a. .t 

a* .a. .A.rr. .v. c. 

aagc. .err. ,t..t. • A. 

.TTCOGPA. .A..T. -C OT. . , 


•ACAAA.T. 
.ACAAA.C. 
.A.C. . .«T. 
..C C. 


193 
193 
193 
193 
193 
193 
193 
193 
199 
193 
193 
193 
171 
193 
193 
192 
420 
420 
411 


S.Clexneri 
S . eonnei 

194 
194 

TCGCCCAGOCTCOAAACCTTCACCAAMTO^COAGTra 

s.boydii 

194 









S. typhi 

194 









s.parathyphlA 

194 









e.parathyphia 

194 









S.enteritidis 

194 









5 .cheater 

194 









S .oranientourg 

194 









S . ty phinuriuia 

194 









E.coli 0157 

194 









Y.ent.erocoiitica 

194 









Y.rockeri 

172 









E. cloacae 

194 









E.asrogenes 

194 









v . al ginolyt icus 

193 

A. 

.TOC. . ,0. .6. . . T. T. . CACTGAGTTCCA 




V.oanpbellii 
V.diazotrophlcua 

421 
421 

A. 

A. 

.1T3CA A. , .T.G. .CACAJGAAT 





V. gazogenes 

412 

• • • . .0. 








2S3 
253 
223 
293 
253 
253 
233 
253 
253 
253 
2S3 
253 
231 
233 
253 
249 
477 
477 
468 


f loxnori 

boydii 
typhi 

parathyphiA 

parathyphiB 

eaterltidi* 

cheater 

oraaienbnrg 

typhinrarium 

coll 0157 

enterocolitica 

ruclceri 

cloacae 

aeroceaas 

a 1 ginolyt lcua 

campbell 11 

diazotrophicus 

ga so genes 


254 CGTCPaCOTOAOTTdTCOTrCCTCAACTCCaQCaTTTCC ATTCGTCTGCGCGAC AAGCST 


254 








254 








254 








254 








254 








254 








234 








254 , 








254 . 








254 , 








254 . 








232 . 








254 . 








254 , 








250 . 








478 . 








478 . 








469 . 









313 
313 
313 
313 
313 
313 
313 
313 
313 
313 
313 
313 
291 
313 
313 
309 
537 
537 
528 
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3. flemeri 

s.eoemei 

S.boydii 

S. typhi 

s.parattyphlA 

9 • per a thy phi B 

S.enteritidio 

S. cheater 

s .oraalenburg 

S.typhiauriun 

B.ooli 01S7 

Y.enterocolltica 

Y.mckeri 

E.oloaaaa 

B.aerogenes 

V. alginolyticns 

v. canphcllii 

v.. dia zotrophic as 

v. gazogenes 


314 GACGSC AAAOAACACCA CTTCCACTATGAAC<WGGCATCAAAGC<S'PrCCTTGAATAT 


314 
314 
314 
314 
314 
314 
314 
314 
314 
314 
314 
29} 
314 
314 
310 
538 
538 
529 


• T. 
.T. 
. T. 
.T. 


.T. . 1. 

.T. . • T. 

• T T. 

.T «?. 

.T.. — *P. 

. T. . T» 

•T. • 1- 


.T. 


• .A. CGG. C&. .C.TG.TCA A?G. . . . 

- .A. CAG, CA.GAG.G. CCA. . . .ATG.T. . 
. .A.AAG.TA. .CAG. CCA. . . FATC ■ » • • 
C.G..T • . . . AGG 


0 T G. « , 

. . .T. .T. .TC TC.C 

. . .T. .T. . .C GC.C 

. ».T..T. . .C T. . .ACTC.C 

T. .TC. G. AA ATCGC.C 


370 
370 
370 
370 
370 
370 
370 
370 
370 
370 
370 
370 
348 
370 
370 
369 
397 
597 
5 85 


s.flexneri 371 

G.sonnei 371 

S.boydii 371 

S. typhi 371 

s.parathyphiA 371 

B.paratfcyphiB 371 

s.enteritiiiB 371 

S. cheater 37 l 

Gtoranie&burg 371 

8 . typhimurinm 37 1 

E.coLi 0137 371 

Y.enterocolltica 371 

Y. rue fear i 349 

E. cloacae 371 

E.aerogenea 371 

V. alginolyttoue 37 0 

V. camp belli 1 598 

v. diasotropnlcus 598 

V. gazogenes 586 


CTGAACAAjGAACAAAACCCCGATCCACCCAAATATCrrC TACTTCTCC ACCGAAAAAGAC 














































































..A. 

.. .cc. 



.A, , .AT. OA. . .A 

..C... 

. TAA. T. T* «GCGT« 

.A 

..A. 

. . .CT. 


..A. 

-A. . .AT. GAG. .A. . . . 

..c... 

. .GA.TTT..GCGC. 

.A 

..r. 

. .CGC. 


. .1. 

. ,T. . TGAG . .AG. G. , 

..C. . . 

.TAA. T. A. • .CGT. 

.A 







4 TAATCAG. • OCGG * 

»A 


4 30 
430 
4 30 
4 30 
4 30 
4 30 
4 30 
4 30 
4 30 
4 30 
4 30 
4 30 
4 08 
4 30 
4 30 
429 
657 
657 
645 


S.flexnexi 

s.aon&oi 

S.boydii 

s. typhi 

S, para thy phi A 

S . pa rathyphiB 

S. enter itldie 

B.aheeter 

S.oranienburg 

s. typblrauriott 

B.aoli 015 7 

Y . enterocol itiea 

Y. rackeri 

8 . cloacae 

B. aerogeaea 

V. alginolyt icue 

V.oanpbellil 

V. diazotrophiouB 

V. gazogenes 


431 GGTATTGGCGTT l^S^GC^TCCAGTGGAACGATCGCTTCCAGGAAAACATCTAC 4 87 

431 C t 487 

431 C T 487 

431 C. . . . „G A T 487 

431 C. . .A.C A T 487 

431 C C A T 487 

431 C C A.. T ? 487 

431 C G A T T 487 

431 C G A T 487 

431 C G A T 487 

« 31 C , 4B7 

431 .A. . „C. . T. .G--- AT T T..T... 487 

409 .AC..C..7..G CT. T T A T..T... 4 S5 

431 ..C..C G ....C..T »♦.... 487 

«1 C T 487 

430 .ACGGCATTTCAGTT A. ... A T A. .G T. 489 

658 . A . GGCAT . TOGGTA .T...A T..C..T A. .G 717 
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